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Attorney's Docket No.: 07039-278001 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Applicant 
Serial No. 



Mark J. Federspiel 
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Art Unit : Unknown 
Examiner : Unknown 



Filed : November 15, 2001 

Title : METHODS TO INHIBIT INFECTIOUS AGENT TRANSMISSION 
BOXPCT 

Commissioner for Patents 
Washington, D.C. 20231 



In response to the communication dated February 1, 2002 (copy enclosed), applicant 
submits herewith a Sequence Listing in computer readable form as required by 37 CFR §1.824. 
In addition, applicant submits a substitute Sequence Listing as required under 37 CFR § 1.823(a) 
and a statement under 37 CFR §1.821(f). 

Applicant respectfully requests entry of the paper copy and computer readable copy of 
the Sequence Listing filed herewith for the instant application. Furthermore, applicant requests 
entry of the following amendments. 

In the specification : 

Replace the original Sequence Listing with the substitute Sequence Listing filed 
herewith. 

Replace the paragraph beginning at page 38, line 22, with the following rewritten 
paragraph: 

- RT-PCR . RNA is isolated from virions with RNA STAT 50-LS or STAT-60 (Tel-Test, 
Inc., Friendswood, TX), and converted to cDNA with 2.5 uM random hexanucleotide primers 



PRELIMINARY AMENDMENT 
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Express Mail Label No. EL734686785US 



I hereby certify under 37 CFR §1.10 that this correspondence is being 
deposited with the United States Postal Service as Express Mail Post 
Office to Addressee with sufficient postage on the date indicated below 
and is addressed to the Commissioner for Patents, Washington, 
D.C. 20231. 



April 1. 2002 




Vince Defante 



Typed or Printed Name of Person Signing Certificate 
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and Superscript II (Life Technologies, Gaithersburg, MD) (Wilson et al., 1998). cDNA 
templates are amplified with primers corresponding to the PERV pol/env gene boundary 
(ACCTCGAGACTCGGTGGAAGGG; SEQ ID NO: 14) and the untranslated region 3' of the 
PERV env gene (CTGGGTTCTGGGAGGGTTAGGTTG; SEQ ID NO: 15), or amplified with 
PB906 (5' ACGTACTGGAGGAGGGTCACCTGA 3'; SEQ ID NO:16) and PB908 (5' 
GTCCCGAACCCTTATAACCTCTTG 3'; SEQ ID NO: 17) or PERVenvl (sense) (5' 
ACCTCGAGACTCGGTGGAG; SEQ ID NO:33) and PERVenv2 (anti-sense) (5' 
CTGGGTTCTGGGAGGGTTAGGTTG; SEQ ID NO:34) for 30 cycles at 94°C for 30 seconds, 
at 60°C for 30 seconds, and at 72°C for 1 minute. The amplified products are cloned into the 
PCRII T-A vector (Invitrogen Corp., San Diego, CA).~ 
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Remarks 



Applicant hereby submits that the enclosures fulfill the requirements under 37 C.F.R. 
§1.821-1.825. The amendments in the specification merely insert the paper copy of the 
Sequence Listing and sequence identifiers in the specification. No new matter has been added. 

Attached hereto is a marked-up version of the changes made to the specification by the 
current amendment. 

Please apply any charges or credits to Deposit Account No. 06-1050. 



Fish & Richardson P.C., P.A. 
60 South Sixth Street 
Suite 3300 

Minneapolis, MN 55402 
Telephone: (612) 335-5070 
Facsimile: (612) 288-9696 



Respectfully submitted, 
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"Version With Markings to Show Changes Made" 



In the specification: 

Paragraph beginning at page 38, line 22, has been amended as follows: 
RT-PCR . RNA is isolated from virions with RNA STAT 50-LS or STAT-60 (Tel-Test, 
Inc., Friendswood, TX), and converted to cDNA with 2.5 uM random hexanucleotide primers 
and Superscript II (Life Technologies, Gaithersburg, MD) (Wilson et al., 1998). cDNA 
templates are amplified with primers corresponding to the PERV pol/env gene boundary 
(ACCTCGAGACTCGGTGGAAGGG; SEQ ID NO:14) and the untranslated region 3' of the 
PERV env gene (CTGGGTTCTGGGAGGGTTAGGTTG; SEQ ID NO: 15), or amplified with 
PB906 (5' ACGTACTGGAGGAGGGTCACCTGA 3'; SEQ ID NO: 16) and PB908 (['5] 5_1 
GTCCCGAACCCTTATAACCTCTTG 3'; SEQ ID NO: 17) or PERVenvl (sense) (5' 
ACCTCGAGACTCGGTGGAG; SEQ ID NO:[l 1] 33) and PERVenv2 (anti-sense) (5' 
CTGGGTTCTGGGAGGGTTAGGTTG; SEQ ID NO: [12] 34) for 30 cycles at 94°C for 30 
seconds, at 60°C for 30 seconds, and at 72°C for 1 minute. The amplified products are cloned 
into the PCRII T-A vector (Invitrogen Corp., San Diego, CA). 
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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 




Applicant : Mark J. Federspiel Art Unit : Unknown 

Serial No. : Examiner : Unknown 

Filed : Herewith 

Title : METHODS TO INHIBIT INFECTIOUS AGENT TRANSMISSION 
BOX PCT 

Commissioner for Patents 
Washington, D.C. 20231 

PRELIMINARY AMENDMENT 
Prior to examination, please amend the application as follows: 



In the claims : 

Please cancel claims 1-45 without prejudice. 
Please add claims 46-63 as follows: 



--46. A method for reducing transmission of an infectious agent from a mammalian transplant 
recipient to a donor cell, said method comprising introducing a nucleic acid molecule into a cell 
such that, when said cell is transplanted into said mammalian transplant recipient thereby being 
said donor cell, transmission of said infectious agent from said mammalian transplant recipient to 
said donor cell is reduced. 



47. The method of claim 46, wherein said nucleic acid molecule comprises a promoter 
operably linked to a nucleic acid segment encoding at least a portion of a receptor for said 
infectious agent. 
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48 . The method of claim 46, wherein said nucleic acid molecule comprises a promoter 
operably linked to a nucleic acid segment encoding at least a portion of a polypeptide of said 
infectious agent. 

49. The method of claim 48, wherein said infectious agent is a virus. 

50. The method of claim 49, wherein said polypeptide is a surface glycoprotein. 

5 1 . The method of claim 46, wherein said nucleic acid molecule comprises a promoter 
operably linked to a nucleic acid segment encoding a fusion protein, wherein said fusion protein 
comprises: 

a) a first polypeptide segment comprising at least a portion of a polypeptide of said 
infectious agent, and 

b) a second polypeptide segment comprising degradative enzymatic activity. 

52. The method of claim 51, wherein said degradative enzyme activity is a nuclease, 
protease, or lipase activity. 

53 . A method for reducing transmission of an infectious agent from a mammalian transplant 
recipient to a donor cell, said method comprising: 

a) introducing a nucleic acid molecule into a cell such that, when said cell is transplanted 
into said mammalian transplant recipient thereby being said donor cell, transmission of said 
infectious agent from said mammalian transplant recipient to said donor cell is reduced, and 

b) transplanting said cell into said mammalian transplant recipient such that said cell is 
said donor cell. 

54. A method for reducing transmission of an infectious agent from a mammalian transplant 
recipient to a donor cell, said method comprising: 

a) providing a cell, 
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b) introducing a nucleic acid molecule into said cell such that, when said cell is 
transplanted into said mammalian transplant recipient thereby being said donor cell, transmission 
of said infectious agent from said mammalian transplant recipient to said donor cell is reduced, 
and 

c) transplanting said cell into said mammalian transplant recipient such that said cell is 
said donor cell, and transmission of said infectious agent from said mammalian transplant 
recipient to said donor cell is reduced. 

55 . A method for reducing transmission of an infectious agent from a donor cell to a 
mammalian transplant recipient, said method comprising introducing a nucleic acid molecule 
into a cell such that, when said cell is transplanted into said mammalian transplant recipient 
thereby being said donor cell, transmission of said infectious agent from said donor cell to said 
mammalian transplant recipient is reduced. 

56. The method of claim 55, wherein said nucleic acid molecule comprises a promoter 
operably linked to a nucleic acid segment encoding at least a portion of a receptor for said 
infectious agent. 

57. The method of claim 55, wherein said nucleic acid molecule comprises a promoter 
operably linked to a nucleic acid segment encoding at least a portion of a polypeptide of said 
infectious agent. 

58. The method of claim 57, wherein said infectious agent is a virus. 

59. The method of claim 58, wherein said polypeptide is a surface glycoprotein. 

60. The method of claim 55, wherein said nucleic acid molecule comprises a promoter 
operably linked to a nucleic acid segment encoding a fusion protein, wherein said fusion protein 
comprises: 
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a) a first polypeptide segment comprising at least a portion of a polypeptide of said 
infectious agent, and 

b) a second polypeptide segment comprising degradative enzymatic activity. 

61 . The method of claim 60, wherein said degradative enzyme activity is a nuclease, 
protease, or lipase activity. 

62. A method for reducing transmission of an infectious agent from a donor cell to a 
mammalian transplant recipient, said method comprising: 

a) introducing a nucleic acid molecule into a cell such that, when said cell is transplanted 
into said mammalian transplant recipient thereby being said donor cell, transmission of said 
infectious agent from said donor cell to said mammalian transplant recipient is reduced, and 

b) transplanting said cell into said mammalian transplant recipient such that said cell is 
said donor cell, and transmission of said infectious agent from said donor cell to said mammalian 
transplant recipient is reduced. 

63 . A method for reducing transmission of an infectious agent from a donor cell to a 
mammalian transplant recipient, said method comprising: 

a) providing a cell, 

b) introducing a nucleic acid molecule into said cell such that, when said cell is 
transplanted into said mammalian transplant recipient thereby being said donor cell, transmission 
of said infectious agent from said donor cell to said mammalian transplant recipient is reduced, 
and 

c) transplanting said cell into said mammalian transplant recipient such that said cell is 
said donor cell, and transmission of said infectious agent from said donor cell to said mammalian 
transplant recipient is reduced.-- 
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REMARKS 



Claims 1-45 have been canceled without prejudice, and claims 46-63 have been added 
herein. Thus, claims 46-63 are pending. 

Attached is a marked-up version of the changes being made by the current amendment. 

Applicant asks that all claims be examined. Please apply any other charges or credits to 
Deposit Account No. 06-1050. 



Fish & Richardson P.C., P. A. 
60 South Sixth Street 
Suite 3300 

Minneapolis, MN 55402 
Telephone: (612) 335-5070 
Facsimile: (612)288-9696 



Respectfully submitted, 



Date:. 





J.^ickFinnlll, Ph.D. 
Reg. No. 44,109 
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Version with markings to show changes made 



In the claims: 

Please cancel claims 1-45 without prejudice. 
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METHODS TO INHIBIT INFECTIOUS AGENT TRANSMISSION DURING XENOTRANSPLANTATION 

5 Background of the Invention 

The success of solid organ transplantation protocols continues to improve 
while the availability of donor organs remains limited, leading to a critical 
shortage (Policy et al., 1996). In 1995, only one-half of the patients on organ 
transplant waiting lists received transplants. Approximately nine patients per 

10 day died while waiting for a suitable organ to become available. 

Xenotransplantation of animal organs is under consideration as a supplemental 
approach to alleviate this shortage (Policy et al., 1996). The pig is currently the 
donor of choice for cells, tissues and vascularized organs used in permanent and 
transient xenotransplantation treatments (Fishman, 1994). Swine offer a number 

15 of advantages as a source for xenotransplantations: economic and animal 
husbandry issues, the ability to produce transgenic animals, experience as a 
transplantation model, and the development of specific pathogen-free herds to 
eliminate known pathogens. 

Pig to human organ transplants are discordant. However, several groups 

20 have engineered transgenic pig lines in efforts to control hyperacute rejection 
(HAR) (Lin et al, 1996). Two immunologic factors initiate HAR of xenografts: 
the interaction of natural xenoreactive antibodies to the Gala 1 -3Gal 
carbohydrate (a-Gal) of discordant cell proteins; and the inability of the 
xenograft complement regulatory proteins to control the recipient's complement 

25 system. Several approaches to control HAR are being studied including the 
ablation of Galal-3Gal expression (Sandrin et al., 1995), and the design of 
transgenic pigs which express complement regulatory proteins (e.g., DAF, 
CD59) which have been shown to be protective against HAR (Diamond et al., 
1996; Foder et aL, 1994; McCurry et al., 1995; Oldham et al., 1996; Ryan, 

30 1995). 

Several promising xenotransplantation approaches use pig cells and 
tissues in protocols where xenotic cells and tissues are not rejected as readily as 
whole organs: fetal pig neuronal cells producing dopamine have been tested in 
patients to replace cells destroyed by Parkinson's disease (Deacon et aL, 1997); 



and fetal pig pancreatic islet cell clusters have been tested in protocols to treat 
diabetes (Groth et al., 1994). Another xenotransplantation approach has used pig 
liver and kidney xenografts as temporary support treatments for patients with 
fulminant organ failure (Breimer et al., 1996; Groth et al., 1994; Makowka et al., 
5 1 995). These studies have sparked research in the use of bioartificial organs and 
whole organ perfusion using xenogeneic tissue for bridging patients prior to 
transplantation. The early successes of these innovative clinical approaches 
indicate that xenotransplantation protocols using pig cells, tissues and organs 
will continue regardless of the results of solid organ xenotransplantation. 

1 0 Besides the expected immunological hurdles that must be overcome, 

xenotransplantation produces a risk of transmitting infectious disease (xenoses) 
from the source animal tissue to the recipient, and possibly to the recipient's 
contacts. Xenotransplantation increases the risk of transferring infectious agents 
from pigs to humans due to the breach of the normal physical barriers against 

15 infectious agents upon introduction of pig cells, tissues or organs; the therapeutic 
immunosuppression of the recipient to prevent graft rejection which interferes 
with the mechanisms which defend human cells from infection by zoonotic 
viruses; and the genetic modifications of pigs, e.g., those being tested to control 
HAR or modify complement activation, may allow zoonotic viruses to evade 

20 immune surveillance or prevent the inactivation of invading enveloped viruses 
(Bergelson et al., 1995; Dorig et al., 1993; Fishman, 1994; Ward et al., 1994; 
Weiss, 1998). 

Since most vertebrates carry endogenous retroviruses in their germline 
DNA (Boeke et al., 1997), endogenous retroviruses in xenografts may be an 

25 infectious risk to xenotransplant patients. The risks of transmission to humans 
with endogenous viruses of non-humans are unknown and difficult to assess. 
Endogenous retroviruses from a variety of animals, including baboons, cats, and 
mice, can infect human cells (Boeke et al., 1997). The ability of endogenous 
murine leukemia viruses (MLVs) to be activated and infect human tumor 

30 xenografts in immunodeficient mice is well documented (Achong et al., 1976; 
Beattie et al., 1982; Crawford et al., 1979; Gautsch et al., 1980; Suzuki et al., 
1 977; Tralka et al. , 1 983 ; Wunderi et al., 1 979). The observation that the gibbon 
ape leukemia virus SEATO, a virus most likely derived from an endogenous 
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retrovirus of Asian wild mice, can cause chronic myelogenous leukemia in 
normal juvenile gibbon apes highlights the potential risks of exposure to xenotic 
endogenous retroviruses (Kawakami et al., 1980; Lieber et al., 1975). 

There have been several reports of MLV retroviral vector stocks that 
5 contain the result from recombination between the vector and endogenous 

retroviruses in the genome of the helper cell line (Chong et al., 1998; Donahue et 
al, 1992; Patience et al., 1996; Purcell et al., 1996; Vanin et al., 1994). In one 
study, 3 of 10 rhesus monkeys developed T-cell lymphomas after autologous 
transplantation of enriched bone marrow stem cells transduced with a MLV 

10 retroviral vector stock containing an array of MLV-related recombinant viruses 
(Vanin et al., 1994). Finally, the activation of endogenous retrovirus by human 
tumor xenografts as well as studies of graft versus host reaction in vivo and 
mixed lymphocyte reaction in vitro (Hirsch et al., 1970; Hirsch et al., 1972; Levy 
et al., 1977; Sherr et al., 1974), demonstrate that normally inactive endogenous 

1 5 retroviruses can be induced by xenotransplantation conditions. 

Pig endogenous retroviruses (PERVs) released by established pig cell 
lines were observed in the 1970s, but the host range of these viruses was thought 
to be restricted to pig cells (Armstrong et al., 1971; Lieber et al., 1975; Moennig 
et al., 1974; Strandstrom et al., 1974; Todaro et al., 1974). Recently, replication- 

20 competent pig endogenous retroviruses (PERV) were identified, and shown to be 
capable of productively infecting human cells in vitro (Wilson et al., 1998; 
Martin et aL, 1998; Patience et al., 1997; Takeuchi et al., 1997; Weiss, 1997). 
PERVs have been associated with pig lymphomas (Bostock et al., 1973; Frazier, 
1985; Moennig et al., 1974; Strandstrom et al., 1974; Suzuka et al., 1985). 

25 Although Heneine et al. (1998) and Patience et al. (1998) screened blood 

lymphocytes and sera from 10 diabetic patients that received porcine fetal islet 
cells, and 2 renal dialysis patients whose circulation had been linked with pig 
kidneys extracorporeally, respectively, neither group detected PERVs. However, 
the risk of viral infection is increased in transplantation by the presence of 

30 factors commonly associated with viral activation, e.g., immune suppression, 
graft- versus-host disease, graft rejection, viral coinfection and cytotoxic 
therapies. Thus, in immunosuppressed xenotransplant patients, there may be a 
greater risk that infection would lead to disease. 
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Therefore, there is a need for a method to inhibit or prevent transmission 
of infectious agents, from donor to recipient and/or recipient to donor, after cell, 
tissue or organ transplant. 

Summary of the Invention 

5 The invention provides isolated and purified nucleic acid molecules and 

methods useful to inhibit or prevent the transmission of an infectious agent 
during xenogeneic or allogeneic cell, tissue or organ transplant. Infectious 
agents include, but are not limited to, viruses, bacteria and parasites. The 
invention includes prophylactic and therapeutic uses of the nucleic acid molecule 

10 of the invention which encodes at least a portion of a polypeptide of the 

infectious agent or which encodes at least a portion of the receptor employed by 
the infectious agent to enter the cells of the transplant recipient. It is preferred 
that the expression of the nucleic acid molecule in a donor cell, tissue or organ 
inhibits or prevents the transmission of the infectious agent from the donor cells, 

15 tissue or organ to a transplant recipient, or, alternatively, the transmission of the 
infectious agent from the recipient to the donor cell, tissue or organ. Preferred 
transplant recipients are mammals such as primates, e.g., humans, apes and 
monkeys, as well as canines, felines, bovines, ovines, swine, and equines. 
Preferably, the transmission of the following infectious agents is 

20 inhibited or prevented: retroviruses, lentiviruses, herpesvirus, e.g., 

cytomegalovirus (CMV) and Epstein Barr virus (EBV), and hepatitis viruses, 
e.g., hepatitis A, B or C. Thus, transplanted organs, e.g., bioengineered organs, 
tissues, or cells, e.g., stem cells, including allografts, e.g., human-to-human 
transplants, or xenografts, are genetically modified to inhibit the infection of 

25 several major infectious pathogens that limit the success of transplantation (e.g., 
CMV, EBV, HIV and hepatitis viruses) or the infection by potential pathogens, 
e.g., endogenous viruses such as PERVs. Preferred nucleic acid molecules 
useful in the practice of the invention include a nucleic acid molecule which 
encodes gag, pol, env, protease, and accessory proteins (e.g., Vpr, Vif, Nef, Tat, 

30 or Rev) of retroviruses, lentiviruses and spumaviruses; a nucleic acid molecule 
which comprises a capsid or envelope gene of a herpesviruses, e.g., HSV 1 and 
2, EBV and CMV; a nucleic acid molecule which comprises the C gene 
(nucleocapsid), ORFS/pre-S gene (viral surface glycoproteins), ORFX gene 
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(regulatory protein), or ORFP gene (viral polymerase) of Hepadnaviruses, e.g., 
hepatitis B virus; a nucleic acid molecule which comprises the C gene (viral 
capsid) or the El and/or E2 gene of Flaviviruses, e.g., hepatitis C virus; a nucleic 
acid molecule which comprises ORF1, e.g., which encodes Pro (protease), the X 
5 gene, the H gene (helicase), the Pol gene (polymerase), or the ORF2 gene, which 
codes for capsid, of hepatitis E virus; and a nucleic acid molecule which encodes 
the PI gene, the 1A gene, the IB gene, the 1C gene, or the ID gene (capsid and 
glycoproteins) of hepatitis A virus. The alteration of human cells and tissue is 
preferred for modifying pluripotential cells and in ex vivo gene therapy 
10 protocols. 

Preferably, viral entry and/or assembly is inhibited. To inhibit viral 
entry, receptor interference may be employed. Receptor interference refers to 
the expression of a receptor protein for the infectious agent or the ligand thereof, 
e.g., a viral ligand such as a viral glycoprotein. Preferably, the genome of the 

1 5 donor cell, tissue or organ is augmented with DNA encoding the viral ligand 
thereby preventing infection. Alternatively, or in addition, capsid-targeted viral 
inactivation may be employed to inhibit or prevent viral replication. Capsid- 
targeted viral inactivation (CTVT), reduces or eliminates the production of 
infectious virus by incorporating a degradative enzyme into newly synthesized 

20 viral particles, e.g., by expressing a fusion polypeptide comprising a viral 

polypeptide and a degradative enzyme. Degradative enzymes such as nucleases, 
e.g., RNase H, staphylococcal nuclease or ribozymes (see Marshall et al., 1994, 
and U.S. Patent No. 5,81 1,275), lipases or proteases, may be employed in the 
practice of the invention. Preferred fusion polypeptides include fusions of viral 

25 capsid, envelope or accessory proteins such as Vif, Vpx, Vpr and Nef, with 
degradative enzymes. 

A preferred xenograft for use in the methods of the invention is swine 
neuronal cells, pancreatic islet cells, hepatocytes, heart, liver or kidney. 
Therefore, the invention provides a method in which the genomic DNA of swine 

30 cells, tissue or organ to be transplanted is augmented with a recombinant DNA 
molecule encoding a polypeptide of an infectious agent which binds to a cell 
surface receptor of a transplant recipient, e.g., a viral glycoprotein, or a fusion 
polypeptide comprising at least a portion of an infectious agent polypeptide and 
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a degradative enzyme. Infectious agents in this embodiment of the invention 
include, but are not limited to, those described in Table 1 of Fishman (1994), 
which is specifically incorporated by reference herein. In particular, PERVs are 
useful in CTVI methods to inhibit or prevent human-tropic PERV infection in 
5 xenotransplant patients. 

As described hereinbelow, human tropic PERVs are produced by 
activated peripheral blood mononuclear cells. The relative PERV pro viral copy 
number doubled upon passaging of the T-293 PERV-infected cells to fresh 293 
cells, indicating that passaging the virus may amplify the replication-competent 

1 0 PERV. Only PERV-A env sequences were detected in DNA isolated from all 
three 293/PERV infected cultures by PCR analysis with PERV-A, PERV-B and 
PERV-C specific env primers. The f -293/PERV DNA contained a low level of 
PERV-C env. PERV-B env was not detected in any culture. Characterization of 
these PERVs indicated that human-tropic PERVs may be more diverse than 

1 5 previously thought. For example, significant sequence differences were found in 
the cloned LTR and env sequences compared to known PERV sequences. The 
293/PERV LTRs contained 71 additional nucleotides compared to the PERV- 
MSL LTR, and the envelope amino acid sequence contains a PERV-A surface 
region (SU) sequence but a PERV-C transmembrane (TM) region. These 

20 PERVs are useful to determine the tissue tropism of various isolates and to 

determine the prevalence of anti-PERV antibodies in humans exposed to sources 
of PERV, e.g., pig slaughterhouse workers and xenotransplant patients such as 
those having a bioartificial liver with pig hepatocytes, as well as in the methods 
of the invention. 

25 Thus, a vector comprising a nucleic acid molecule of the invention may 

also be employed to deliver soluble env genes to mammalian donor cells, tissues 
or organs prior to cell, tissue or organ transplantation so that the transplanted 
cells, tissues or organs are less susceptible to infection by an infectious agent, the 
genome of which comprises the env gene. For example, soluble PERV env 

30 genes are introduced to donor swine cells, tissues or organs to inhibit infection of 
the cells, tissues or organs by PERV, e.g., to inhibit infection by PERVs after the 
virus is reactivated following transplantation. 
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As also described hereinbelow, two genes encoding an avian leukosis 
virus (ALV) receptor protein, sTva proteins, stva and stva-mlgG, were efficiently 
delivered and broadly expressed by ALV-based retroviral vectors both in 
cultured cells and in chickens. Both the sTva and sTva-mlgG proteins 
5 significantly inhibited ALV(A) infection in vitro and in vivo. The antiviral effect 
was specific for ALV(A), consistent with a receptor interference mechanism. 
Brief Description of the Figures 
Figure 1. Stimulated pig peripheral blood mononuclear cells (PBMCs) 
produce replication-competent human-tropic PERV. (A) Porcine PBMC were 

10 cultured with either phytohemagglutinin (PHA) + phorbol myristate acetate 
(PMA) (black bars) or PMA + calcium ionophore (grey bars) and the 
supernatants assayed for RT activity. (B) NIH and Yucatan minipig PBMC 
stimulated by PHA + PMA were cocultured with ST-IOWA cells. Cell culture 
supernatants were assayed for RT activity. Background RT values for 

1 5 uninfected ST-IOWA cells have been subtracted from the values shown. NTH 
(black squares); Yucatan (open circles). (C) NIH minipig PBMC stimulated 
with PHA + PMA were cocultured with human 293 cells: 293 cells cocultured 
with live PBMC (closed squares); with lethally irradiated PBMC (open squares). 
The cell culture supernatants were assayed for RT activity. 

20 Figure 2. Schematic overview of the generation of the human 293 cell 

cultures infected with PERV produced by stimulated NTH minipig primary 
PBMC. 

Figure 3. Relative titers of PERV produced from the infected 293 cell 
cultures. The titer of MLV-Pgal/PERV pseudotyped virus stocks produced from 

25 the 1°, 2° and 3°-293/PERV cultures were quantitated on human 293 cells (open 
bars) and pig ST-IOWA cells (black bars). The assays scored P-galactosidase 
producing cells (BFU) and were done in triplicate. 

Figure 4. Analysis of the relative number of PERV pro viruses per cell in 
the 293/PERV infected cultures. Genomic DNA isolated from human 293 cells 

30 and the 293/PERV infected cultures was digested with EcoRI, and the fragments 
separated by agarose gel electrophoresis, transferred to nitrocellulose, and 
probed with 32 P-labeled PERV pol sequences. Two internal proviral DNA 
fragments hybridized to the PERV pol probe as expected. The film was scanned 
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and the bands quantitated by Image Quant (Molecular Dynamics, Sunnyvale, 
CA). The blot was stripped and reprobed with 32 P-labeled human GAPDH 
sequences to normalize for the amount of DNA loaded per lane. After the band 
densities were normalized, the PERV pol level of the l°-293/PERV DNA was 
set as 1 copy. 

Figure 5. RT activity observed in cocultures of 293/2° virus producer 
cells and human hematopoietic cell lines. The values shown are of cpm of 3 H- 
TTP incorporated in a reverse transcriptase assay measured in cell supernatants 
sampled at the times indicated post-coculture of 293/2° virus producer cells with 
each of the cell lines. 

Figure 6. A comparison of the deduced amino acid sequences of the env 
genes of PERV- 1.1 5 (SEQ ID NO:3 encoded by SEQ ID NO: 18), PERV-A 
(Letissier et al, 1997; SEQ ID NO:4) and PERV-C (Akiyoshi et al., 1998; SEQ 
ID NO:5). A schematic representation of the regions of the PERV-1 . 1 5 gene 
homologous to PERV-A (hatched) and PERV-C (open) genes (top figure). The 
envelope surface (SU) and transmembrane (TM) glycoprotein regions are also 
shown. Identical amino acids are denoted by a (.); gaps are denoted (_J. 

Figure 7. Schematic representation of the cloned PERV sequences. A 
proposed model for a PERV provirus with estimated locations of the viral 
domains is shown at the top. The PERV sequences contained in the six unique 
lambda clones are shown compared to the model. The lamA8 pol gene contains 
a 86 nucleotide deletion (del), and the env gene contains a 101 nucleotide 
insertion (ins) compared to all of the comparable sequences. 

Figure 8. A comparison of the nucleotide sequences of two PERV LTRs. 
The LTR sequence of the published cDNA clone PERV-MSL (SEQ ID NO:7) is 
compared to the lamAl LTR sequence (SEQ ID NO:6). Identical bases are 
denoted by (.); gaps are denoted Q. The estimated location of the major regions 
of the LTR, U3, R, and U5 are indicated. The sequence of the putative tRNA 
binding site is also indicated (18 of 18 nucleotides identical to the tRNA^ 
binding site). 

Figure 9. Schematic representation of the construction of recombinant 
PERV molecular clones. 



Figure 10. Analysis of PERV proteins by SDS-PAGE and Western blot. 
(A) Virus was pelleted by ultracentrifugation through a 20% sucrose pad, 
separated by 12% SDS-PAGE, and visualized by staining with Coomassie 
brilliant blue. Lane 1, 5 ml 293 supernatant; lane 2, 5 ml 2°-293/PERV 
supernatant; lane 3, 15 ml 2°-293/PERV supernatant; lane 4, 5 ml DF-1 
supernatant; and lane 5, 5 ml avian leukosis virus infected DF-1 supernatant. (B) 
Viral proteins were prepared and separated by SDS-PAGE as described above, 
and transferred to nitrocellulose. Lanes 1,3,5 and 7, 5 ml 293 supernatant; and 
lanes 2, 4, 6 and 8, 5 ml 2°-293/PERV supernatant. Lanes 1 and 2 were exposed 
to 1:1000 dilution of goat anti-GALV capsid antisera; lanes 3 and 4 to 1:1000 
goat preimmune sera; lanes 5 and 6 to 1:1000 goat anti-SSAV capsid antisera; 
and lanes 7 and 8 to 1 :1 000 goat preimmune sera. The filters were washed and 
exposed to peroxidase-labeled rabbit anti-goat antibody. The antibody 
complexes were detected by chemiluminescence, and exposed to film for 
30 seconds. The PERV CA protein migrates at about 25 kDa. 

Figure 1 1 . Schematic of sTva antiviral gene constructs and the ALV- 
based retroviral vectors. 

Figure 12. General procedure for using replication-competent ALV- 
based retroviral vector system in vitro and in vivo. 

Figure 13. sTva-mlgG receptor expression levels in DF-1 cells. The 
sTva-mlgG protein was immunoprecipitated with goat a-mouse-IgG agarose 
beads from supernatants (500 ul) of DF-1 cultures infected with the 
RCASBP(C), RCAS(C) or RCOSBP(C) vectors alone (V) or containing the 
stva-mlgG gene (sTva). The immunoprecipitates were denatured, separated by 
12% SDS-PAGE, and analyzed by Western transfer. The filter was probed with 
peroxidase-conjugated goat anti-mouse IgG, and the bound protein-antibody 
complexes were visualized by chemiluminescence on Kodak X-Omat film. 
sTva-mlgG protein expressed transiently in human embryonic kidney 293 cells 
was included as a positive control (+). 

Figure 14. sTva-mlgG expression in sera of chickens infected with 
RCASBP vectors. The sTva-mlgG protein was immunoprecipitated from 
chicken serum (500 ul) and analyzed as described (Figure 13 legend). Lane 1, 
uninfected control; Lane 2, a RCASBP(B) vector alone infected bird; Landes 3- 
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4, RCASBP(B)stva-mIgG infected birds; Lane 5, aRCASBP(C) vector alone 
infected bird; Lane 6, a RCASBP(C)stva-mIgG infected bird; Lane 7, 
RCASBP(C)stva-mIgG infected DF-1 cells as a positive control. 

Figure 15. Analysis of viral and soluble receptor RNA levels in tissues 
5 of chickens infected with RCASBP(B). The figure shows autoradiograms of 6% 
polyacrylamide/7.6 M urea gels used to separate the protected RNA probe 
fragments produced in an RNase protection assay with RNA from a bird infected 
with RCASBP(B)stva or RCASBP(B)stva-mIgG. RNA was prepared from liver 
(L), heart (H), spleen (S), bursa (B), thymus (T), kidney (K), and muscle (M) 

10 tissues of each bird. RNA from DF-1 cells infected with the appropriate virus 
was included as a positive control (+). RNA from bursa of an uninfected bird 
was the negative control (-). ALV(B) env RNA protects a 467-nt fragment from 
the 522-nt 32 P-labeled full-length probe [env(B)j; stva RNA protects a 388-nt 
fragment from the 498-nt probe (stva); and stva-mlgG RNA protects a 363-nt 

1 5 fragment from the 423-nt probe (stva-mlgG). Each assay contained a chicken 
GAPDH probe as a control for RNA quality and quantity. GAPDH RNA 
protects a 200-nt fragment from the 279-nt GAPDH probe. 

Figure 16. Analysis of viral and soluble receptor RNA levels in the bursa 
of birds infected with RCASBP(B) vectors. The figure shows an autoradiogram 

20 of a 6% polyacrylamide/7.6 M urea gel used to separate the protected RNA 
probe fragments produced in an RNase protection assay with RNA from the 
bursa of birds infected with RCASBP(B) alone (V), RCASBP(B)stva (S), 
RCASBP(B)stva-mIgG (I), or uninfected (U). RNA from DF-1 cells infected 
with the appropriate virus was included as a positive control (+). ALV(A) env 

25 RNA protects a 423-nt fragment from the 483-nt 32 P-labeled full-length probe 
[env(A)]; ALB(B) env RNA protects a 467-nt fragment from the 522-nt probe 
[env(B)]; stva RNA protects a 388-nt fragment from the 498-nt probe (stva); and 
stva-mlgG RNA protects a 363-nt fragment from the 423-nt probe (stva-mlgG). 
Each assay contained a chicken GapDH probe as a control for RNA quality and 

30 quantity. GAPDH RNA protects a 200-nt fragment from the 279-nt GAPDH 
probe. Full-length probes not treated with RNase: lane A, env(A); lane B, 
env(B); lane S, stva; lane I, stva-mlgG; and Lane G, GAPDH. 
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Figure 17. Analysis of viral and soluble receptor DNA in tissues of 
RCASBP(B) infected birds and challenged with RAV-1 . Genomic DNA was 
isolated from liver (L), heart (H), spleen (S), bursa (B), thymus (T), kidney (K), 
and muscle (M) samples of birds infected with RCASBP(B) alone (I), 
5 RCASBP(B)stva (EE) and RCASBP(B)stva-mIgG (in) and challenged with 
RAV-1. DNA isolated from DF-1 cells infected with the appropriate virus was 
used as a positive control (+). DNA isolated from the bursa of an uninfected 
control bird was used as the negative control (-). DNA sequences were detected 
by PCR using specific primer pairs: RAV-1 challenge virus DNA [env(A)] was 

10 detected using primers specific for ALV(A) env yielding a 937 bp fragment; 
RCASBP(B) vector DNA [env(B)] was detected using primers specific for 
ALV(B) env yielding a 429 bp fragment; stva DNA (stva) and stva-mlgG DNA 
(stva-mlgG) were detected with specific primers yielding fragments of 314 bp 
and 589 bp respectively. The amplified DNA fragments were separated on 0.8% 

15 agarose gels and visualized with ethidium bromide. The molecular weight 
marker is the 1 Kb plus DNA ladder (Gibco). 

Figure ISA) Nucleotide sequence of env gene of PERV 1.15 (SEQ ID 
NO: 18). B) Nucleotide sequence of PERV sequences in lambda Al clone (SEQ 
ID NO: 19). C) Nucleotide sequence of PERV sequences in lambda A10 clone 

20 (SEQ ID NO:20). D) Nucleotide sequence of PERV sequences in lambda Al 1 
clone (SEQ ID NO:32). E) Nucleotide sequence of PERV sequences in lamba 
A3 A clone (SEQ ID NO:21). F) Nucleotide sequence of PERV sequences in 
lambda A6 clone (SEQ ID NO:22). G) Nucleotide sequence of PERV sequences 
in lambda clone A8 (SEQ ID NO:23). 

25 Detailed Description of the Invention 

Definitions 

As used herein, the terms "isolated and/or purified" refer to in vitro 
preparation, isolation and/or purification of a nucleic acid molecule or 
polypeptide (e.g., antibody) of the invention, so that it is not associated with in 
30 vivo substances. Thus, with respect to an "isolated nucleic acid molecule", 

which includes a polynucleotide of genomic, cDNA, or synthetic origin or some 
combination thereof, the "isolated nucleic acid molecule" (1) is not associated 
with all or a portion of a polynucleotide in which the "isolated nucleic acid 
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molecule" is found in nature, (2) is operably linked to a polynucleotide which it 
is not linked to in nature, or (3) does not occur in nature as part of a larger 
sequence. An isolated nucleic acid molecule means a polymeric form of 
nucleotides of at least 10 bases in length, either ribonucleotides or 
5 deoxynucleotides or a modified form of either type of nucleotide. The term 
includes single and double stranded forms of DNA. The term "oligonucleotide" 
referred to herein includes naturally occurring, and modified nucleotides linked 
together by naturally occurring, and non-naturally occurring oligonucleotide 
linkages. Oligonucleotides are a polynucleotide subset with 200 bases or fewer 

10 in length. Preferably, oligonucleotides are 10 to 60 bases in length and most 
preferably 12, 13, 14, 15, 16, 17, 18, 19, or 20 to 40 bases in length. 
Oligonucleotides are usually single stranded, e.g., for probes; although 
oligonucleotides may be double stranded, e.g., for use in the construction of a 
variant. Oligonucleotides of the invention can be either sense or antisense 

15 oligonucleotides. The term "naturally occurring nucleotides" referred to herein 
includes deoxyribonucleotides and ribonucleotides. The term "modified 
nucleotides" referred to herein includes nucleotides with modified or substituted 
sugar groups and the like. The term "oligonucleotide linkages" referred to herein 
includes oligonucleotides linkages such as phosphorothioate, 

20 phosphorodithioate, phophoroselenoate, phosphorodiselenoate, 

phosphoroanilothioate, phosphoraniladate, phosphoroamidate, and the like. An 
oligonucleotide can include a label for detection, if desired. 

The term "isolated polypeptide" means a polypeptide encoded by cDNA 
or recombinant RNA, or is synthetic origin, or some combination thereof, which 

25 isolated polypeptide (1) is not associated with proteins found in nature, (2) is free 
of other proteins from the same source, e.g., free of human proteins, (3) is 
expressed by a cell from a different species, or (4) does not occur in nature. 

The term "sequence homology" means the proportion of base matches 
between two nucleic acid sequences or the proportion amino acid matches 

30 between two amino acid sequences. When sequence homology is expressed as a 
percentage, e.g., 50%, the percentage denotes the proportion of matches over the 
length of a sequence that is compared to some other sequence (the reference 
sequence). Gaps (in either of the two sequences) are permitted to maximize 

12 
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matching; gap lengths of 15 bases or less are usually used, 6 bases or less are 
preferred with 2 bases or less more preferred. When using oligonucleotides as 
probes or treatments, the sequence homology between the target nucleic acid and 
the oligonucleotide sequence is generally not less than 17 target base matches 
5 out of 20 possible oligonucleotide base pair matches (85%); preferably not less 
than 9 matches out of 10 possible base pair matches (90%), and more preferably 
not less than 19 matches out of 20 possible base pair matches (95%). 

The term "selectively hybridize" means to detectably and specifically 
bind. Polynucleotides, oligonucleotides and fragments of the invention 

1 0 selectively hybridize to nucleic acid strands under hybridization and wash 
conditions that minimize appreciable amounts of detectable binding to 
nonspecific nucleic acids. High stringency conditions can be used to achieve 
selective hybridization conditions as known in the art and discussed herein. 
Generally, the nucleic acid sequence homology between the polynucleotides, 

1 5 oligonucleotides, and fragments of the invention and a nucleic acid sequence of 
interest is at least 65%, and more typically with preferably increasing 
homologies of at least about 70%, about 90%, about 95%, about 98%, and 
100%. Preferred PERV nucleic acid sequences for use in the methods of the 
invention are those which have at least about 80%, more preferably 90%, and 

20 even more preferably 95%, contiguous nucleotide sequence homology or identity 
to SEQ ID NO:18, SEQ ID NO:19, SEQ ED NO:20, SEQ ID NO:21, SEQ ED 
NO:22, SEQ ED NO:23 or SEQ ID NO:32. Preferably, PERV nucleic acid 
sequences are those which hybridize under moderate, preferably under stringent, 
hybridization conditions to SEQ ID NO: 18, SEQ ED NO: 19, SEQ ED NO:20, 

25 SEQ ED NO:21, SEQ ED NO:22, SEQ ID NO:23 or SEQ ED NO:32. 

Two amino acid sequences are homologous if there is a partial or 
complete identity between their sequences. For example, 85% homology means 
that 85% of the amino acids are identical when the two sequences are aligned for 
maximum matching. Gaps (in either of the two sequences being matched) are 

30 allowed in maximizing matching; gap lengths of 5 or less are preferred with 2 or 
less being more preferred. Alternatively and preferably, two protein sequences 
(or polypeptide sequences derived from them of at least 30 amino acids in 
length) are homologous, as this term is used herein, if they have an alignment 

13 



WO 00/71726 PCT/US00/14296 

score of at more than 5 (in standard deviation units) using the program ALIGN 
with the mutation data matrix and a gap penalty of 6 or greater. See Dayhoff, M. 
O., in Atlas of Protein Sequence and Structure, 1972, volume 5, National 
Biomedical Research Foundation, pp. 101-110, and Supplement 2 to this 
5 volume, pp. 1-10. The two sequences or parts thereof are more preferably 

homologous if their amino acids are greater than or equal to 50% identical when 
optimally aligned using the ALIGN program. 

The term "corresponds to" is used herein to mean that a polynucleotide 
sequence is homologous (i.e., is identical, not strictly evolutionarily related) to 

10 all or a portion of a reference polynucleotide sequence, or that a polypeptide 
sequence is identical to a reference polypeptide sequence. In contradistinction, 
the term "complementary to" is used herein to mean that the complementary 
sequence is homologous to all or a portion of a reference polynucleotide 
sequence. For illustration, the nucleotide sequence "TATAC" corresponds to a 

15 reference sequence "TATAC" and is complementary to a reference sequence 
"GTATA". 

The following terms are used to describe the sequence relationships 
between two or more polynucleotides: "reference sequence", "comparison 
window", "sequence identity", "percentage of sequence identity", and 

20 "substantial identity". A "reference sequence" is a defined sequence used as a 
basis for a sequence comparison; a reference sequence may be a subset of a 
larger sequence, for example, as a segment of a full-length cDNA or gene 
sequence given in a sequence listing, or may comprise a complete cDNA or gene 
sequence. Generally, a reference sequence is at least 20 nucleotides in length, 

25 frequently at least 25 nucleotides in length, and often at least 50 nucleotides in 
length. Since two polynucleotides may each (1) comprise a sequence (i.e., a 
portion of the complete polynucleotide sequence) that is similar between the two 
polynucleotides, and (2) may further comprise a sequence that is divergent 
between the two polynucleotides, sequence comparisons between two (or more) 

30 polynucleotides are typically performed by comparing sequences of the two 
polynucleotides over a "comparison window" to identify and compare local 
regions of sequence similarity. 
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A "comparison window", as used herein, refers to a conceptual segment 
of at least 20 contiguous nucleotides and wherein the portion of the 
polynucleotide sequence in the comparison window may comprise additions or 
deletions (i.e., gaps) of 20 percent or less as compared to the reference sequence 
5 (which does not comprise additions or deletions) for optimal alignment of the 
two sequences. Optimal alignment of sequences for aligning a comparison 
window may be conducted by the local homology algorithm of Smith and 
Waterman (1981) Adv. Appl. Math. 2: 482, by the homology alignment 
algorithm of Needleman and Wunsch (1970) J. Mol. Biol. 48: 443, by the search 

10 for similarity method of Pearson and Lipman (1988) Proc. Natl. Acad. Sci. 

(U.S.A.) £5_: 2444, by computerized implementations of these algorithms (GAP, 
BESTFIT, FAST A, and TFASTA in the Wisconsin Genetics Software Package 
Release 7.0, Genetics Computer Group, 575 Science Dr., Madison, Wis.), or by 
inspection, and the best alignment (i.e., resulting in the highest percentage of 

1 5 homology over the comparison window) generated by the various methods is 
selected. 

The term "sequence identity" means that two polynucleotide sequences 
are identical (i.e., on a nucleotide-by-nucleotide basis) over the window of 
comparison. The term "percentage of sequence identity" means that two 

20 polynucleotide sequences are identical (i.e., on a nucleotide-by-nucleotide basis) 
over the window of comparison. The term "percentage of sequence identity" is 
calculated by comparing two optimally aligned sequences over the window of 
comparison, determining the number of positions at which the identical nucleic 
acid base (e.g., A, T, C, G, U, or I) occurs in both sequences to yield the number 

25 of matched positions, dividing the number of matched positions by the total 
number of positions in the window of comparison (i.e., the window size), and 
multiplying the result by 100 to yield the percentage of sequence identity. The 
terms "substantial identity" as used herein denote a characteristic of a 
polynucleotide sequence, wherein the polynucleotide comprises a sequence that 

30 has at least 85 percent sequence identity, preferably at least 90 to 95 percent 
sequence identity, more usually at least 99 percent sequence identity as 
compared to a reference sequence over a comparison window of at least 20 
nucleotide positions, frequently over a window of at least 20-50 nucleotides, 
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wherein the percentage of sequence identity is calculated by comparing the 
reference sequence to the polynucleotide sequence which may include deletions 
or additions which total 20 percent or less of the reference sequence over the 
window of comparison. 



peptide sequences, when optimally aligned, such as by the programs GAP or 
BESTFIT using default gap weights, share at least about 80 percent sequence 
identity, preferably at least about 90 percent sequence identity, more preferably 
at least about 95 percent sequence identity, and most preferably at least about 99 
10 percent sequence identity. 

Moderate and stringent hybridization conditions are well known to the 
art, see, for example sections 9.47-9.51 of Sambrook et al. ( Molecular Cloning: 



(1989). For example, stringent conditions are those that (1) employ low ionic 
1 5 strength and high temperature for washing, for example, 0.0 1 5 M NaCl/0.00 1 5 
M sodium citrate (SSC); 0.1% sodium lauryl sulfate (SDS) at 50°C, or (2) 
employ a denaturing agent such as formamide during hybridization, e.g., 50% 
formamide with 0.1% bovine serum albumin/0.1% Ficoll/0.1% 
polyvinylpyrrolidone/50 mM sodium phosphate buffer at pH 6.5 with 750 mM 
20 NaCl, 75 mM sodium citrate at 42°C. Another example is use of 50% 

formamide, 5 x SSC (0.75 M NaCl, 0.075 M sodium citrate), 50 mM sodium 
phosphate (pH 6.8), 0.1 % sodium pyrophosphate, 5 x Denhardt's solution, 
sonicated salmon sperm DNA (50 ug/ml), 0.1% sodium dodecylsulfate (SDS), 
and 1 0% dextran sulfate at 42°C, with washes at 42°C in 0.2 x SSC and 0. 1 % 
25 SDS. 
CTVT 

The present invention describes a method of interfering with viral 
replication. For example, the fusion of an enzyme (such as a nuclease, lipase, or 
protease) to a viral capsid, glycoprotein or accessory polypeptide which is 
30 incorporated into virions can inactivate essential viral components, such as 

nucleic acid, protein or lipid, which are necessary for replication. This technique 
is referred to as capsid-targeted viral inactivation (CTVI), although it includes 
the targeting of non-capsid fusions, e.g., env fusions, to the virion as well. 



5 



As applied to polypeptides, the term "substantial identity" means that two 
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The present invention uses nucleases, proteases, and/or lipases as 
antiviral therapeutic agents that degrade or modify essential viral components, 
such as nucleic acids, proteins, or lipids. The method of the present invention 
can be applied to viruses that have relatively flexible capsid structures such as 
5 retroviruses, lentiviruses, herpesviruses, poxviruses, togaviruses, 

hepadnaviruses, caulimoviruses, myxoviruses and paramyxoviruses, that readily 
allow the encapsidation of foreign proteins in an aqueous internal compartment 
containing the viral nucleic acid. Preferred viruses to be inhibited by the 
methods of the invention include porcine endogenous retroviruses (PERVs), 

10 herpesviruses such as EBV and CMV, and hepatitis viruses, e.g., hepatitis A, B, 
andC. See Fields, Vi rology, Lippincourt-Raven, Philadelphia, PA (1996), 
which is specifically incorporated by reference herein. The enzyme portion of 
the fusion protein preferably is oriented so that it is internal to the assembled 
capsid structure. However, externally facing enzymes may be used in the case of 

1 5 proteases and lipases. The use of such constructs does not require the virus to 
have an aqueous internal compartment. In the case of lipases, it is desirable to 
target the enzyme to the envelope of the virus. The enzyme portion can be either 
inside or outside the viral envelope. In this way, any enveloped virus can be 
targeted by CTVI. 

20 Retroviruses, and the closely related retrotransposons, which are referred 

to herein generically as retroviruses, are particularly susceptible to CTVI because 
of their assembly mechanism. It is possible to take advantage of the knowledge 
of how these capsids assemble to direct a destructive enzyme molecule to the 
inside surface of the capsid, where it can contract viral nucleic acids or proteins. 

25 Retroviral and retrotransposon reverse transcriptases are expressed as natural 

fusion proteins, in which the polymerase protein forms the C-terminal portion of 
the primary translation product and the gag protein forms the N-terminal portion. 
The mechanisms by which Gag-Pol fusion proteins are formed in different 
retroviruses vary, sometimes involving frameshifting during translation, 

30 suppression of a nonsense codon, or splicing. Regardless of the mechanism of 
synthesis, the reverse transcriptase protein sequence is found at the C-terminus 
of the Gag protein sequences. In addition, the reverse transcriptase is found 
internal to the capsid structure. Substitution of a destructive enzyme coding 

17 
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region for the reverse transcriptase gene (i.e., inserting an open reading frame for 
a destructive enzyme into the pol gene in frame), leads to the assembly of the 
enzyme in retroviral particles. Further, the nuclease or protease is oriented 
relative to the capsid in such a way as to have access to the viral RNA or reverse 
5 transcriptase. Gag-degradative enzyme fusions, as well as gag-pol-degradative 
enzyme fusions and env-degradative enzyme fusions, are envisioned. Further, 
the amino acid linkage between the viral proteins and the degradative enzyme 
may include sequences that are susceptible to proteases present in the virion, and 
so are cleaved to yield a soluble degradative enzyme. 

1 0 Thus, a dominant negative effect is obtained by fusion of a protein with a 

destructive or modifying enzymatic activity that can alter or destroy an essential 
component of the virus (e.g., DNA, RNA or protein). The destructive or 
modifying activity is targeted to the desired site of action (inside or closely 
adjacent to the virus particle) because it is covalently linked to a core protein of 

15 the viral particle, e.g., in the same manner as reverse transcriptase. 

Besides its versatility, one of the main advantages of CTVI is that it is 
enzymatic. It does not rely on massive over-expression of a mutant protein that 
in some way interferes with the viral life cycle, as is the case in the strategies 
referenced above. Rather, a small number of enzyme molecules (e.g., nucleases) 

20 are incorporated into a viral particle, and they cleave or modify one or more 
essential components of the virus. 

CTVI also has advantages over traditional chemotherapy. Viruses, 
especially viruses with error-prone replicative mechanisms such as HTV and 
other retroviruses, are likely to become resistant to a chemotherapeutic agent. 

25 For example, HIV isolates resistant to AZT, a widely used anti-HIV drug, have 
been reported. Clearly, resistance to drugs is an important problem with viral 
infections just as it is for bacterial infections. Gene therapy or intracellular 
immunization strategies may also be subject to problems of resistance. For 
example, if a virus mutates such that the capsid protein no longer assembles with 

30 the capsid fusion protein of the present invention, the virus will become resistant 
to the particular CTVI therapy. However, the DNA of the mutant virus can be 
cloned and the mutant capsid gene can be fused to the gene encoding a nuclease 
or other enzyme, thereby restoring the efficacy of the therapy. This approach is 
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not possible with normal drug therapy; once a virus becomes resistant to a given 
drug, use of that drug has to be abandoned. 

Fusion proteins according to the present invention comprise a destructive 
enzyme which is capable of destroying the replication ability of a virus or virus- 
5 like particle. As used in the present invention, "replication ability" encompasses 
infectivity of a virus particle or transposition of a retrotransposon. Typically, the 
destructive enzyme is a nuclease, lipase or protease. Protein-modifying 
enzymes, such as kinases, which diminish enzyme activity can also be used, for 
example, one which inactivates a viral encoded polymerase. Fusion proteins 
10 also comprise a capsid protein, such as Gag, which confers upon the fusion 

proteins the ability to co-assemble into a virus particle or envelope protein. As 
mentioned above, it may be desirable in the case of lipase fusions that the virus- 
encoded portion of the fusion protein be an envelope protein, rather than a capsid 
protein. 

1 5 Nucleases which can be used in the practice of the present invention to 

make fusions include restriction endonucleases such as EcoRI, and less specific 
RNAses, such as Tl RNase, barnase, RNase HI, RNase m, retroviral RNase H 
domains from reverse transcriptase, and staphylococcal nuclease (SN). Other 
destructive enzymes which can be used in the practice of the present invention 

20 include proteases, e.g., nonhomologous retroviral proteases, and lipases. Any 
such enzymes known in the art can be used. These enzymes degrade proteins 
and lipids which may be essential for the replication (infectivity) of particular 
viruses. Other enzymes which modify protein structures may be used, if they 
result in the inactivation of proteins which are necessary for the viral life cycle. 

25 such protein modification enzymes include: kinases, glycosylases, phosphatases, 
methyl transferases, acetylases, acylases, farnesyl transferases, and 
demyristylases. 

High levels of expression of the fusion proteins are not required, as a 
single active enzyme molecule can be sufficient to inactivate a virus particle. 
30 However, it is desirable that each virus particle formed have at least a single 

molecule of the fusion protein. Thus, statistical considerations would dictate that 
expression at a rate greater than one molecule of fusion protein per virus particle 
be obtained. 
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In some embodiments of the invention, it may be desirable to utilize 
conditionally active or marginally active enzymes, since the destructive activity 
of the enzyme may be deleterious to cells used to prepare the constructs of the 
present invention. Thus, for example, calcium dependent enzymes may be used, 
5 which require a threshold level of calcium for activity. Calcium-dependent 
destructive enzymes which may be used include calpain, phospholipase A2 and 
staphylococcal nuclease. It may also be desirable to non-conditionally diminish 
the activity of the destructive enzyme to a level which is not toxic to cells but 
which is toxic to viruses. Random mutagenesis can be used to accomplish this 
10 end. 

DNA molecules are also provided according to the invention, which code 
for fusion proteins as described above. The DNA molecules comprise 
appropriate transcriptional and translational control signals which allow the 
DNA molecules to be expressed in the host cells of the viruses from which the 

1 5 capsid or envelope protein is derived. The expression of the fusion proteins may 
be dependent upon the presence of virus in the cell. 

Recombinant virus is also provided by the present invention. These 
particles comprise a nucleic acid molecule encoding a fusion protein, as 
described above. Thus, infection of cells with these recombinant viruses will 

20 yield fusion proteins. The recombinant virus is desirably not related to the virus 
from which the capsid or envelope protein of the fusion protein is derived. The 
recombinant virus is a mere vehicle for introduction of the fusion constructs. 
When the cells are infected with viruses which are cognate to the fusion protein 
capsid or envelope portion, the normal infection cycle of the viruses proceeds. 

25 However, when the viruses encapsidate viral nucleic acid, wild-type capsid or 
envelope proteins co-assemble with fusion proteins. Thus, the newly assembled 
viruses are hybrids comprising wild-type and fusion capsid or envelope proteins. 
The newly assembled viruses are not infective because the enzyme portion of the 
fusion protein inactivates either the viral nucleic acid or the essential viral- 

30 packaged proteins or lipid comprising the viral envelope. 

Exemplary nucleic acid molecules are those comprising PERV nucleic 
acid sequences. Thus, for fusion proteins of the invention, it is preferred that 
nucleic acid molecules encoding PERV capsid or env are employed. For 

20 
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example, recombinant virus may be obtained from cells, e.g., helper cells, 
transfected or infected with a recombinant DNA molecule encoding a fusion 
protein comprising PERV capsid linked to a degradative enzyme. Preferably, 
once the fusion protein is packaged into virions, the degradative enzyme is 
5 proteolytically cleaved from the fusion protein, i.e., it is soluble within the 
virion. 

A method of inhibiting virus replication or infectivity is also provided by 
the present invention. A nucleic acid molecule encoding a fusion protein is 
introduced into a cell susceptible to a virus. The fusion protein may comprise a 

10 capsid or envelope protein of the virus as well as a destructive enzyme as 

described above. The method of introducing the nucleic acid molecule into the 
cell is not critical to the invention, and many such methods are known in the art. 
These include, without limitation: infection, transformation, transfection, 
iipofection, tungsten microprojectiles, electroporation, cell fusion, and 

15 transduction. 

Nucleic acid molecules encoding the fusion protein of the present 
invention can be introduced into solid organs, tissues or cells, e.g., stem cells of 
the hematopoietic lineage or B lymphocytes. T-lymphocytes and 
monocytes/macrophages, which are derived from hematopoietic stem cells, are 

20 the primary target of viruses such as HIV. Bone marrow cells can be taken from 
an individual, and if desired, the stem cells can be purified from the mixed 
population of marrow cells. The nucleic acid molecules of the present invention 
can be introduced into the stem cells by means of transfection, or any other 
means known in the art. The transfected stem cells can then be reinfused into the 

25 individual (autologous stem cell transplantation). To facilitate proliferation of 
the transplanted stem cells, the individual's bone marrow can be partially cleared 
by irradiation or chemotherapy. 

In another embodiment, the nucleic acid molecule of the present 
invention is introduced into an animal, or gametic cells or embryos. Techniques 

30 such as microinjection or transfection can be used, as is well known to the art. 
The nucleic acid-treated cells can be used in artificial insemination (gametes) or 
can be reimplanted into a hormone-prepared female animal (embryos) as is 
known in the art. 
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In yet another method of introducing the nucleic acids of the present 
invention into cells or an animal, a recombinant virus can be used. The 
recombinant virus is desirably derived from a virus having the same cell-type 
tropism as the virus from which the capsid or envelope protein of the gene fusion 
5 is derived. Thus, for example, in order to introduce a gene fusion which 

employs a PERV capsid protein gene, a PERV viral vector may be used. The 
recombinant virus is then administered according to a route of viral infection for 
the particular virus of the vector. 

An alternative way for introducing the fusion protein encoding construct 

10 of the present invention into cells and animals is by means of hybrid virus 
particles which contain the nucleic acid of the present invention but do not 
contain the fusion protein of the invention. Hybrid viruses can be prepared 
which contain the nucleic acid encoding the fusion protein of the present 
invention using a packaging cell line. Such cell lines may be propagated in 

15 culture according to techniques well known in the art. Such cell lines produce 
the proteins necessary for packaging viral genomes. The nucleic acids of the 
present invention can be introduced into such a packaging cell line. Desirably, 
the nucleic acids will contain the packaging signal which is recognized by the 
packaging proteins of the cell line. Preferably, the fusion protein gene is under 

20 the control of an inducible promoter, such as the metallothionine promoter. 
When it is desirable to produce viral particles carrying the nucleic acid of the 
present invention, the inducible promoter can be induced to turn on transcription 
of the fusion protein gene construct, and a protein synthesis inhibitor, such as 
cycloheximide, can be added so that the fusion protein transcript is not translated 

25 in the packaging cell line. Thus, the fusion protein gene construct is transcribed 
and packaged into the particles produced by the cell line, without interference 
from (co-assembly with) the fusion protein. When the packaged particles are 
used to infect cells, the nucleic acid encoding the fusion protein is expressed, and 
the fusion protein becomes co-assembled into the progeny particles, rendering 

30 them non-infectious. 

Methods of producing animals, e.g., humans or other non-human 
animals, which are resistant to a virus are also provided by the present invention. 
A nucleic acid molecule which encodes a fusion protein as described above is 
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introduced into the germ line of an animal or an embryo, or to the animal, e.g., 
via DNA immunization or by infection with recombinant virus. Methods for the 
introduction of nucleic acid molecules to animals are known in the art (see, for 
example, Salter et al., 1991; Salter et al., 1989; Henininghausen, 1990; Ebert et 
5 al, 1991; Wright et al., 1991; Jaenish, 1988; Wagner et al. (U.S. Patent No. 
4,873,191); Donahue et al., 1992; Rogers et al., 1993). All somatic cells 
resulting from development of zygotes containing the nucleic acid molecule are 
resistant to the virus from which the fusion protein capsid or envelope portion is 
derived. Methods for making transgenic animals which carry foreign genes in 

1 0 each cell of the animal are known in the art. 
Receptor Interference (RI) 

Another antiviral strategy targets the first step in the virus life cycle, the 
interaction of the viral envelope glycoprotein(s) with a host cell receptor. For 
example, retroviral infection of cells can be significantly reduced by expressing 

1 5 soluble forms of the host receptor, which bind the glycoproteins of the incoming 
virions before the virion can bind to the host receptor, or the viral envelope 
glycoproteins (the product of the env gene), which block the host receptors, 
directly preventing virion binding. 

There are at least two distinguishable steps in viral entry; the first 

20 involves recognition and binding of the viral envelope glycoprotein to the host 
receptor, the second involves steps that lead to the fusion of the host and viral 
membranes. The env gene of retroviruses and lentiviruses encodes a polyprotein 
precursor that is subsequently processed into two glycoproteins, the surface 
glycoprotein (SU) which contains the domains that interact with the host 

25 receptor, and the transmembrane glycoprotein (TM) that anchors the SU protein 
to the membrane and appears to be directly involved with the fusion between the 
virus and cell membranes. Following membrane fusion, the viral core is released 
into the cytoplasm where the single-stranded RNA genome found in the virion is 
copied into double-stranded DNA (dsDNA) by the viral enzyme reverse 

30 transcriptase (RT). This reverse transcription process produces a linear dsDNA 
that is longer than the RNA genome from which it derives. The ends of the 
linear DNA contain terminally redundant sequences known as long terminal 
repeats (LTRs). Retroviruses, and vectors that derive from them, appear to 
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require the breakdown of the nuclear membrane that occurs during mitosis for 
the viral DNA to gain access to the cellular genome. Once this occurs, the linear 
viral DNA is inserted into the host genome by the virally encoded enzyme 
integrase (IN). The integrated viral DNA is called a provirus. Efficient 
5 production of progeny viruses requires the integration of the viral genome into 
host DNA. 

Cells and animals engineered to express envelope glycoproteins have 
been shown to be highly resistant to that strain of retrovirus and to have less 
virus-associated pathogenesis (Federspiel et al., 1989; Nihrane et al., 1996; 
1 0 Salter et al., 1 989). Based on the receptor interference of endogenous ALV(E), 
Salter and Crittenden (1989) proposed that insertion of the ALV(A) envelope 
gene into the germline of chickens and its subsequent expression would provide 
resistance to infection by ALV(A). Their initial germline studies produced 23 
lines of transgenic chickens using ALV-based retroviral vectors and proved two 

15 major points. First, these studies showed that avian retroviruses can be 
artificially inserted into the germline of chickens at a reasonable efficiency, 
stably inherited by subsequent generations, and that the viral genes were 
expressed (Crittenden et al., 1989; Salter et al., 1987). Second, these studies 
showed that expression of the inserted subgroup (A) envelope glycoproteins 

20 could inhibit subsequent ALV(A) infection by subgroup-specific receptor 
interference, both in vitro and in vivo (Salter et al., 1989; Salter et al., 1991). 

Two transgenic chicken lines, alv6 and alvll, that did not produce 
infectious virus were extensively characterized at the RNA level in different 
tissues and at different stags of development. Viral RNA was expressed by both 

25 lines in all tissues tested regardless of the stage of development; insert alv6 

expressed moderate levels of env RNA, while insert alvll expressed low levels 
of gag and env. Both lines, however, expressed much higher levels of viral RNA 
in the tissues associated with ALV pathogenesis, the bursa, thymus, and spleen. 
In vitro, both alv6 (about 4400-fold) and alvll (about 1 1 -fold) chicken embryo 

30 fibroblasts (CEF) were resistant to ALV(A) infection. The susceptibilities of the 
alv6 and alvll transgenic lines to ALV(A) infection and associated pathogenesis 
were compared to other properties (e.g., resistance measured in vitro, env 
expression levels, etc.) to determine which characteristics were important 
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indicators of an antiviral effect in vivo. None of the alv6 birds were productively 
infected as determined by the absence of both infectious ALV(A) and ALV(A) 
neutralizing antibodies, while two-thirds of the alvll birds were productively 
infected by ALV(A). However, neither the alv6 nor the alvll chickens showed 
5 significant ALV-induced pathogenesis. Thus, the level of Env glycoprotein 
expressed in the target tissues for ALV pathogenesis determined the magnitude 
of ALV interference (Federspiel et al., 1991). 

Reticuloendotheliosis virus (REV) is very cytotoxic to avian cells in vitro 
presumably due to the fusionogenic properties of the envelope glycoproteins, 

10 especially the TM glycoprotein. REV stocks are therefore produced in Dl 7 
cells, a canine osteosarcoma line tolerant to REV infection. D17 cell lines 
expressing the REV envelope glycoproteins were significantly more resistant to 
REV infection (up to 25,000-fold) compared to controls. However, when the 
same REV envelope expression cassette was delivered into chicken embryo 

1 5 fibroblasts (CEF), the REV envelope gene sustained large deletions and the 
envelope proteins were not expressed due to cytotoxicity of the REV envelope 
glycoproteins to CEF cells. Thus, to reduce potential cytotoxic effects, it is 
preferred that soluble forms of viral envelope glycoprotein are employed. The 
soluble protein differs from the wild-type protein in that it lacks the 

20 transmembrane (TM) domain which anchors the protein in the membrane, and 
are therefore secreted from the cell. 

The invention will be further described by the following examples. 
Example 1 

Expression of a Mo-MTV Gag-F r oll RNase H Fusion Polyp rntein 
25 A gene encoding a Mo-MLV Gag-£. coli RNase HI fusion was 

constructed by linking the RNase HI coding region to the Mo-MLV Gag 
polyprotein six codons upstream of the Gag termination codon (Van Brocklin et 
al., 1 997). The RNase HI coding sequence was isolated from E. coli DNA by 
PCR amplification with a 5 ' primer containing a Bglll site (5 '-GCG CAT GCA 
30 GAT CTG ATG CTT AAA CAG GTA GAA ATT TTC ACC GAT GG-3'; SEQ 
ID NO:l) and a 3' primer containing a Sail site (5'-GCT GCT GCG TCG ACT 
TAA ACT TCA ACT TGG TAG CCT GTA TCT TCC-3'; SEQ ID NO:2). The 
reagents and conditions used for the PCR were as described in Federspiel et al. 
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(1 996). The E. coli RNase HI fragment was sequenced and contained one silent 
nucleotide difference from the sequence published by Kanaya and Crouch 
(1 983), at nucleotide 470 (A-G). The Mo-MLV Gag-RNase H fusion construct 
was based on the design of the Mo-MLV Gag-SN fusion which has been used to 
5 introduce SN into virions (Natsoulis et al., 1995). 

The genes encoding the CTVI constructs were delivered into CEF by the 
RCASBP(A) retroviral vector and expressed under the control of the viral 
promoter-enhancer in the long terminal repeat. CEF were cultured and passaged 
every 2 days when they reached confluence (Federspiel et al., 1994). ALV 
10 retroviral vector propagation was initiated by transfection of plasmid DNA that 
contained the retroviral vector in a proviral form by the calcium phosphate 
precipitation method (Kingston et al., 1989). The course of the retroviral 
infection was monitored by assaying culture supernatants from confluent cells 
for the viral Gag protein. Three plasmids were used for comparison: Mo-MLV 

15 Gag-SN plasmid pGNl 600 (Natsoulis et al., 1 995); Mo-MLV Gag plasmid 
pGN1601 (Natsoulis et al., 1995), which produces only the Mo-MLV Gag 
polyprotein; and Mo-MLV Gag-SN* plasmid pGS293 (Schumann et al., 1996), 
which differs from Mo-MLV Gag-SN in two missense mutations in the SN gene 
that result in an inactive SN enzyme. Maximum levels of Mo-MLV Gag, Mo- 

20 MLV Gag-RNase H, Mo-MLV Gag-SN, and Mo-MLV Gag-SN* were seen 10 
to 14 days posttransfection, which coincided with maximum RCASBP(A) 
production. Immunoblot analysis indicated that the Mo-MLV Gag-RNase H 
polyprotein was expressed at a lower level than Mo-MLV Gag or Mo-MLV 
Gag-SN. Several viral proteins that were smaller than the expected full-length 

25 polyproteins were also observed. These proteins were the likely result of partial 
degradation of the Pr85 or Pr65 polyprotein associated with the virion isolation 
procedure, since smaller Gag-associated proteins were also seen in the Mo-MLV 
Gag control. Southern blot analysis of genomic DNA isolated from day 24 
cultures detected only intact proviruses. An in situ RNase H assay showed that 

30 virus particles isolated from CEF expressing the Mo-MLV Gag-RNase H 
polyprotein contained high levels of RNase H activity. Little or no RNase H 
activity was detected in any other culture supernatants. 
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CFF Expressing the Mo-MLV Gag-RNase H Polyprotein Significantly 
Inhibit Mo-MLV Spread . The antiviral effect of the CTVI fusions expressed by 
the CEF cultures was measured first in a prophylaxis assay. The cultures were 
challenged with a low dose (multiplicity of infection [MOI] of 0.05 to 0.1 focus- 
5 forming units [FFU] per cell) of amphotropic Mo-MLV strain Mo(4070A) (Ott 
et al., 1990; Ott et al., 1992). Mo(4070A) is an engineered hybrid Mo-MLV that 
contains the env gene and a portion of the pol gene of the amphotropic 4070A 
virus. The Mo(4070A) virus stock was produced on NIH 3T3 cells (1 x 10 6 to 2 
x 10 6 FFU/ml). Infectious virus was quantitated by the S+L- focus assay on 

1 0 D56 cells (Bassin et al., 1971). The CEF cultures, which were dividing rapidly, 
were passaged for 14 days after Mo(4070A) infection. Infectious Mo(4070A) 
was quantitated at day 14 by the S+L- focus assay (Table 1). CEF expressing 
the Mo-MLV Gag-RNase H polyprotein reduced the level of infectious 
Mo(4070A) produced by more than 1,500-fold compared to the Mo(4070A)- 

15 infected CEF control. 



Table 1. Inhibition of Mo-MLV spread by CTVP 





Titer (FFU/ml) 6 (fold inhibition/ 


Construct used for treatment 


Exptl 


Expt2 


None (mock treatment) 


1.6 x io 5 


2.1 x io 5 


Vector alone 


2.4 x io 4 (6.6) 


NT/ 


Mo-MLV Gag 


2.5 x io 4 (6.3) 


4x 10 4 (5) 


Mo-MLV Gag-RNase H 


1 x 10 2 (1,550) 


9 x io 1 (2,330) 


Mo-MLV Gag-SN 


5 x io 1 (3,100) 


1.6 x 10 ! (13,125) 


Mo-MLV Gag-SN* 


1.9 x 10 4 (8.4) 


ND 



" In a prophylaxis assay, CEF cultures seven passages after transfection 
with plasmids containing the RCASBP(A) retroviral vector-CTVI constructs 
were challenged with Mo(4070A) (multiplicity of infection, 0.05 to 0.1 FFU per 
30 cell). Infectious Mo(4070A) levels were quantitated from supernatants 14 days 
postinfection by S+L- focus assays. This experiment was performed twice. 

b Titers were averages of duplicate assays. 

° Fold inhibition was determined by comparing the Mo(4070A) titers of 
the experimental constructs to the Mo(4070A) titer on mock-treated CEF. 
35 rf ND, not done. 
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Several cultures were further characterized over the course of the 14-day 
Mo(4070A) infection by quantitating the levels of infectious Mo(4070A) by 
S+L- focus assay and analyzing the expression levels of the Mo-MLV Gag and 
RCASBP(A) Gag polyproteins by Western immunoblotting. The amount of 
5 infectious Mo(4070A) produced peaked 7 to 8 days after infection in the control 
cultures (CEF alone and CEF expressing Mo-MLV Gag), and the titer remained 
relatively constant over the next 6 days. In contrast, the amount of infectious 
Mo(4070A) produced by CEF expressing either the Mo-MLV Gag-RNase H or 
Mo-MLV Gag-SN polyprotein was significantly inhibited, although the levels of 

10 infectious virus slowly increased over the course of the experiment. Mo(4070A) 
virus production was also monitored by the appearance of the Mo-MLV CA 
protein (about 30 kDa) on immunoblots. The levels of expression of the Mo- 
MLV Gag, Mo-MLV Gag-RNase H, and Mo-MLV Gag-SN polyproteins 
remained relatively constant throughout the experiment. At late time points 

15 post-Mo(4070A) infection (days 12 to 14), the Mo-MLV Gag polyprotein levels 
may decrease slightly due to proteolytic processing by protease from the 
infectious Mo(4070A). The levels of the MA protein (about 19 kDa) from the 
RCASBP(A) retroviral vector remained relatively constant throughout the 
experiment. 

20 The Mo-MLV Gag-SN fusion polyprotein was tested in parallel with the 

Mo-MLV Gag-RNase H fusion to provide a direct comparison to a characterized 
CTVI construct known to have antiviral activity. Unexpectedly, the antiviral 
effect of Mo-MLV Gag-SN was 100-fold greater in the experiments reported 
herein (> 3,000-fold [Table 1]) than that previously observed (about 30-fold 

25 [Natsoulis et al., 1995]). The increase in the antiviral effect may be due to an 
increase in the efficiency of producing CEF cultures that express higher levels of 
the fusion polyprotein. The CEF themselves grew at a faster rate, presumably 
due to changes in the growth media including different serum lots. This 
difference in growth rate was especially apparent in CEF infected with 

30 Mo(4070A). In previous experiments, Mo(4070A) infection dramatically 
slowed the growth of CEF and caused some cytotoxicity. 

In the experiments reported herein, all CEF cultures grew at the same rate 
until natural senescence. A consistent six- to eight-fold inhibition of Mo(4070A) 
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titer was observed in cells expressing the control constructs, including cultures 
that expressed RCASBP(A) vector (Table 1), that was not detected previously 
(Natsoulis et al., 1995; Schuman et al, 1996). Although this may be related to 
the "steric effect" (three- to five-fold) of the Mo-MLV Gag-SN* polyprotein on 
5 Mo(4070A) virus production observed by Schumann et al. ( 1 996), the decrease 
in the Mo(4070A) titers produced in cultures that expressed RCASBP(A) 
suggests that the RCASBP vector may alter cells in ways that interfere with Mo- 
MLV virus production, leading to a slight overestimate of the CTVI effect. 
While several CTVI constructs have significant antiviral effects when used 

1 0 prophylactically, the levels of infectious virus do increase during the experiment. 
The production of a small number of viruses that do not contain CTVI-derived 
polyproteins most likely accounts for the small number of infectious viruses 
needed to spread the infection. Mutations in the gag gene capable of 
circumventing this antiviral strategy would likely be exceedingly rare since they 

1 5 would require the selection of Gag mutants that would still assemble normally 
but be able to exclude Gag-degradative enzyme polyproteins from virions. 

Delivery Of the Mo-MLV GaP - RNase HT Fusion Polyp rotein tn Mn. 

MLV-mfecfed CEF has a Therapeutic Effe ct. To assess the therapeutic potential 
of the CTVI strategy, CEF chronically infected with Mo(4070A) were 

20 transfected with the RCASBP(A) retroviral vector plasmids containing the Mo- 
MLV Gag fusions and passaged for 16 days. For the therapy assay, CEF 
chronically infected with Mo-MLV were generated by infecting 4 x i o 6 cells 
with 2 x 10 6 FFU of Mo(4070A) (1 ml of virus stock) and passaging the culture 
four to six times to allow maximum spread of the virus. The Mo(4070A> 

25 infected CEF cultures produced a maximum titer of 3 x 10 5 to 4 x io 5 FFU/ml as 
quantitated by the S+L- focus assay. The RCASBP virus spread through 
Mo(4070A)-infected CEFs with kinetics similar to the spread on CEF that had 
not been infected with Mo(4070A), reaching maximum levels after about 8 days 
as determined by Western analysis of ALV MA levels. The levels of infectious 

30 Mo(4070A) were quantitated throughout the experiment. The Mo(4070 A) titers 
at 14 days posttransfection in two experiments are shown in Table 2. The level 
of infectious Mo(4070A) was reduced 7.5- to 18-fold in CEF expressing the Mo- 
MLV Gag-RNase H polyprotein and 1 5- to 38-fold in CEF expressing the Mo- 
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MLV Gag-SN polyprotein. Infection with the RCASBP(A) vector alone or 
RCASBP(A) expressing the Mo-MLV Gag polyprotein lowered the titer of 
Mo(4070A) produced by a chronically infected culture two- to three-fold 
compared to Mo-MLV-infected CEF. This suggests that only a slight 
5 therapeutic effect is directly attributable to the CTVI constructs once the 
infection is established. 



Table 2. Inhibition of Infectious Mo-MLV Produced after CTVI Treatment" 



Construct used for treatment 


Titer (FFU/ml)* (fold inhibition)' 
Expt 1 ExDt 2 


None (mock treatment) 


3 x 10 5 




3.8 x 10 5 


Vector alone 


1.5 x io 5 (2) 




ND d 


Mo-MLV Gag 


1 x 10 5 (3) 




1.6 x 10 5 (2.4) 


Mo-MLV Gag-RNase H 


4 x io 4 (7.5) 




2.1 x 10 4 (18) 


Mo-MLV Gag-SN 


2 x 10 4 (15) 




1.3 x 10 4 (29) 



a In a therapy assay, CEF chronically infected with Mo(4070A) were 
transfected with plasmids containing the RCASBP(A) retroviral vector-CTVI 
constructs. Levels of infectious Mo-MLV in supernatants were quantitated 14 
20 days posttransfection by S+L- focus assays. The experiment was performed 
twice. 

b Titers were averages of duplicate assays. 

c Fold inhibition was determined by comparing the mo-MLV tiers of the 
experimental constructs to the Mo-MLV titer on mock-treated CEF 
25 d NL\ not done. 

Cleavage of the Mo-MLV Gag-Mn c lease. Fusion Innr.tirm hy f nP 

Incoming Mo-MLV Protease . An Mo-MLV Gag polyprotein fusion junction 
30 was designed that could be cleaved by the protease of an incoming infectious 
Mo-MLV by including the region six amino acids on either side of the normal 
Mo-MLV protease cleavage site (PRCS). The new Gag fusion plasmid moves 
the BamFfl site to a position just downstream of the Gag termination codon 
(pMGagPRCS). The termination codon was changed to a codon for giutamine, 
35 the same amino acid that Mo-MLV inserts during suppression of the stop codon 
when the Gag-Pol polyprotein is produced. Genes encoding the Mo-MLV Gag 
PRCS-RNase H and Mo-MLV Gag PRCS-SN polyproteins were prepared to 
determine if cleavage of the RNase HI or SN domain from the polyprotein would 
30 
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increase the antiviral effect. A prophylaxis assay was used to measure 
Mo(4070A) production in cells expressing the Mo-MLV Gag PRCS fusions and 
the original Mo-MLV Gag fusions. Addition of the PRCS did not alter the level 
of inhibition by the RNase HI or SN polyprotein, nor did inclusion of the PRCS 
5 alter the therapeutic antiviral effect of either the Mo-MLV Gag-RNase H or the 
SN polyprotein. Virion proteins isolated from day 1 6 of the therapy assay of 
Mo-MLV-infected CEF and CEF expressing Mo-MLV Gag, Mo-MLV Gag- 
RNase H, and Mo-MLV Gag PRCS-RNase H were assayed for RNase H activity 
by in situ RNase H assay. Only virions from Mo-MLV Gag-RNase H and Mo- 

1 0 MLV Gag PRCS-RNase H cultures contained measurable RNase H activity. A 
new protein with RNase H activity about 22 kDa was observed in virions 
obtained from cultures expressing the Mo-MLV Gag PRCS-RNase H 
polyprotein. Presumably, this protein, which corresponds in size to E. coli 
RNase HI, is the RNase HI domain cleaved from the Mo-MLV Gag PRCS- 

1 5 RNase H polyprotein by the Mo-MLV protease. The ability to release a 
degradative enzyme from the polyprotein should make it possible to design 
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future CTVI fusions in which activation of the degradative enzyme is controlled 
by protease cleavage (e.g., a zymogen), which would allow the use of 
degradative enzymes whose expression would otherwise be too toxic for the cell. 
CTVT Inhibition of Mo-MTV Explication in Avian DF-1 Crf ]? Line 0 
5 CEF have been the cells of choice for the study of ALV, since line 0 does not 
contain endogenous loci related to ALV and produces high ALV titers. 
However, CEF are primary cells and have a limited life span (i.e., about 25 
passages). Recently, a permanent cell line was derived from line 0 CEF, named 
DF-1 (Dr. Douglas Foster, University of Minnesota). Previously, permanent 
1 0 avian cell lines have been unsatisfactory for many ALV studies due to the poor 
growth of ALV or the presence of interfering exogenous and/or endogenous 
viruses. The growth of ALV-based retroviral vectors and Mo-MLV was 
compared in DF-1 and CEF. The DF-1 and CEF cells grow at similar rates and 
support vigorous growth of ALV and Mo-MLV. The rate at which both ALV 
15 and Mo-MLV reach maximum titers, and the level of viral protein produced, is 
approximately the same in either cell type. The titer of the ALV-based retroviral 
vectors is 5-10-fold higher when produced in DF-1 cells compared to CEF. A 
slight increase in the titer of Mo(4070A) viral stocks was obtained when grown 
in DF-1 cells compared to CEF. These data demonstrate that the DF-1 
20 permanent cell line can be used to test antiviral strategies in vitro, and also to 
generate clonal cell lines that support vigorous ALV replication. Table 3 
summarizes the CTVI antiviral effects on Mo-MLV replication in DF-1 cells 
both prophylaxis and therapy assays. 

In animal model systems, it is possible to deliver genes by using either 
25 DNA microinjection or retroviral infection into an embryo. This eliminates the 
host's immune response, and such methods can be used to deliver genes 
efficiently. Thus, the CTVI strategy may be useful in vivo, e.g., in animal 
systems in which viral infections have important economic consequences (e.g., 
agriculture), or in non-human transplant tissues. 
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Table 3. CTVI inhibition of Mo-M LV replication in avian DF- 1 cells 

Titer (FFU/ml) a (fold inhibition)" 
Construct Prophylaxis Therapy Assay d 

Assay 0 

5 1st Delivery 6 2nd Delivery*" 

None (mock) 3 * 10 5 2 x 10 5 2.1 x 10 5 

Mo-MLV Gag 1.2 xio 5 (2.5) 1.4 xio 5 (1.4) 1.4 x 10 5 (1.5) 

Mo-MLV Gag-RH <10(>30,000) 1 x io 2 (2,000) <10(>21,000) 

Mo-MLV Gag-SN <10 (>30,000) 1 x iq 2 (2,000) <1Q (>2 1 ,000) 
10 ~ ~~ : 

a Titers were averages of duplicate assays. 

b Fold inhibition was determined by comparing the Mo(4070A) titers of 
the construct to mock-treated DF-1 cells. 

c DF-1 cells chronically infected with RCASBP(A)-CTVI construct were 
15 challenged with Mo(4070A) (multiplicity of infection, 0.05-0.1 FFU 

per cell). Infectious Mo(4070A) levels were quantitated from 

supematants by S+L- assay 30 days post-infection. 

d DF-1 cells chronically infected with Mo(4070A) were infected with 
RACSBP(A)-CTVI or RCASBP(C)-CTVI construct viruses. The 
20 levels of infectious Mo(4070A) in supematants were quantitated by 

S+L- assay 30 days post-infection. 

e RCASBP(A)-CTVI viruses were used to initiate the therapy assay with 
the maximum antiviral effect achieved at 30 days. 
The antiviral constructs were delivered a second time by the 
25 RCASBP(C) vectors. 

Example 2 

Human Tronic PERVs Product hy P i g Primary PRMf 

Methods 

30 Cells and Cell Culture. The cell lines used were either obtained from the 

ATCC unless otherwise indicated. 293 human embryonic kidney (ATCC CRL- 
1573), MMKMtti musculus molossinus kidney (ATCC CRL-6439), SC-1 mouse 
embryo epithelial cells (ATCC CRL-6450), ST-IOWA (pig fetal testis), lo PT 
(pig testis), MDTF Mus dunni tail fibroblast (kindly provided by Olivier Danos), 

35 NRK normal rat kidney cells (ATCC CRL-6509), Rat2 rat embryo fibroblasts 
(ATCC CRL-1764), SIRC rabbit corneal fibroblast (ATCC CCL-60), D17 
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canine osteosarcoma (ATCC CRL-6248), MDBK bovine kidney epithelium 
(ATCC CCL-22), FRHK4 rhesus monkey kidney cells (ATCC CRL-1688), 
MvlLu mink lung epithelial cells (ATCC CCL-64), MiCL.l (S+L-) mink lung 
(ATCC CCL-64. 1), Fc3TG feline tongue fibroblast (ATCC CCL 176), AK-D 
5 feline lung epithelial cells (ATCC CCL-1 50), CRFK feline kidney epithelial 
cells (ATCC CCL-94), CaKi-1 clear cell kidney carcinoma (ATCC HTB-46), 
HeLa cervical adenocarcinoma (ATCC CCL-2), HOS human osteosarcoma 
(ATCC CRL-1543), CaCo-2 colorectal adenocarcinoma (ATCC HTB-37) were 
maintained in Dulbecco's modified Eagle's medium supplemented with 10% 

10 fetal bovine serum (FBS), 2 mM glutamine, 1 mM sodium pyruvate, 100 U of 
penicillin per ml, and 100 ug of streptomycin per ml. PG-4 feline 

glial and astrocytes (ATCC CRL 2032) were maintained in McCoy's 5A 
medium supplemented with 15% FBS, 2 mM glutamine, 1 mM sodium pyruvate, 
1 00 U of penicillin per ml, and 1 00 u.g of streptomycin per ml. HepG-2 

15 hepatoblastoma (ATCC HB-8065) and HT1080 fibrosarcoma (ATCC CCL-121) 
were maintained in Eagle's Modified Essential Medium supplemented in a 
similar manner. The following cell lines were maintained in RPMI 1640 
supplemented with 10% FBS, 2 mM glutamine, 0.05 mg gentamicin sulfate per 
ml, IX non-essential amino acids (Biofluids, Rockville, MD): Molt 4 acute 

20 lymphoblastic (ATCC CRL-1 582), Daudi Burkitt's lymphoma (ATCC CCL- 
213), Raji Burkitts lymphoma (ATCC CCL-86), U937 histiocytic lymphoma 
(ATCC CRL 1 593.2) UCLA-SO-M14 T cells (Ramsdell et al., 1 988), and the 
human natural killer cell line YTN10 (Yodoi et al., 1 985). PBMCs were 
obtained from NIH and Yucatan minipigs. 

25 Primary pig aortic endothelial cells are isolated by incubating the inner 

layer of pig aortas with 0.2% collagenase type I for 20 minutes at 37°C. 
Detached cells are washed with phosphate-buffered saline, and cultured in Ml 99 
medium supplemented with 1 0% fetal bovine serum, 25 mM HEPES, 2 mM 
glutamine, 100 U per ml of penicillin, and 100 jig streptomycin. Cultures are 

30 fed three times per week and subpassaged every 4-7 days. 

Pig hepatocytes are isolated by a two-step perfusion technique as 
described by Sielaff et al. (1995). The liver is treated by systemic heparinization 
before isolation. The liver is then treated with an EDTA and collagenase D 
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solution to free the hepatocytes. The hepatocytes are isolated by gently combing 
the liver, washing the dislodged cells in Williams E medium supplemented with 
5% calf serum, 2 mM L-glutamine, 15 mM HEPES, 1.5 mg/ml insulin, 100 U 
penicillin per ml and 100 ug streptomycin per ml. The freshly harvested 
hepatocytes are cultured in collagen gel. 

Derivation of viral pseudotypes . Cells productively infected with wild- 
type PERV were superinfected with retroviral vector-containing supernatant 
harvested form PA317/GlBgSvN (McLaughlin et al, 1993), in a manner similar 
to that previously described (Leverett et al., 1998), to generate PERV 
pseudotypes carrying the murine retrovirus genome coated by PERV core and 
envelope proteins. GIBgSvN-containing cells were selected in 187 ug/ml G418 
(active component). After 10-14 days selection, G41 8-resistant colonies were 
pooled and used to generate viral pseudotypes. Since the GIBgSvN vector 
genome contains the coding sequence for both neomycin phosphotransferase and 
for P-galactosidase, pseudotype infection is monitored by the acquisition of 
target cell resistance to G41 8 or by immunohistochemical detection of target 
cells expressing P-galactosidase. 

Infectivity assays. Supernatant infections were used to determine the 
infectivity of cell-free virus derived from different producer cell lines. 
Comparisons between fresh and frozen virus-containing supernatants 
demonstrated that storage of viral supernatants at -70°C resulted in > 100-fold 
decrease in infectious titer. Therefore, all experiments are performed using 
freshly harvested supernatant. On the day prior to initiating an infectivity assay, 
target cells were seeded at 3-5 x 10 4 cells per well in 12-well dishes. On the next 
day, supernatant from post-confluent cultures of virus producer cells was 
harvested, filtered through a 0.45 urn filter, adjusted to 6 ug/ml polybrene and 
used to replace the medium on target cells. On the following day, the cells were 
fed with fresh medium. When P-galactosidase expression was used to monitor 
infectivity, the cells were fixed and histochemically stained 48-72 hours post- 
exposure to viral supernatant and observed microscopically to enumerate blue- 
staining foci of cells (BFU/ml), as described elsewhere (Wilson et al., 1991). If 
the experiment was performed to assess productive infection of the target cell, 
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the cells would be passaged 1-2 times per week as needed during the course of 
the experiment and monitored as described below. 

The coculture of target cells with virus-producer cells was used to assess 
the ability of the virus to be transmitted to non-adherent cells. Since several 
5 different cell types were used as a source of virus-producer cells in these 

experiments, the dosage of irradiation required to ensure the virus-producer cells 
would die within 5 days after irradiation was first determined. Three to four x 
10 6 cells for each virus-producer cell line were subjected to 2,000,5,000 or 
10,000 rads (using a 137 Cs source, Nordion GammaCell 100) and seeded into a 
10 96-well plate at 2-3 x 1 0 5 cells/well. Irradiated and control non-irradiated cells 
were monitored for proliferation daily for 5 days by measuring [ 3 H]TTP uptake 
after cells were cultured for 8 h with 1.0 uCi [ 3 H]TTP (6.7 Ci/mmol; Dupont 
NEN, Boston, MA), harvested (Skatron, Sterling, VA) and processed for 
scintillation counting. Based on these findings, the following conditions were 
1 5 used: Daudi cells received 2000 rad, Molt4 and U93 7 received 5000 rads. 

When the target cells in the coculture were human peripheral blood 
mononuclear cells (hPBMC), the mononuclear layer was collected from a buffy 
coat from a human donor separated by lymphocyte separation medium (Organon 
Teknika, Durham, NC). Cells were stimulated in IX PHA (according to 
20 manufacturer's instructions, Life Technologies, Gaithersburg, MD) for 3 days 
and then mixed in a 1:1 ratio with 3 x 10 6 lethally irradiated virus-producer cells 
in 12-well dishes. Thereafter, the cocultures were maintained in RPMI 1640 
medium supplemented with 10% FBS, 10% purified human IL-2 (Boerhinger 
Manheim), 10 ng/ml recombinant human IL-2 (Chiron Corporation, Emeryville, 
25 CA) 2 mM glutamine, 1 00 U penicillin, and 1 00 ug per m 1 of streptomycin. 

Control wells containing irradiated virus-producer cells only were monitored for 
cell viability by visualizing samples microscopically for trypan blue exclusion. 
Cocultures containing 293 cells as target cells were carried out in parallel as a 
control for the infectivity of the virus-producer cells. After initiation of the 
30 coculture, the next day the medium was replaced with fresh medium and cells 
were sub-cultured 1-2 times/week as needed. Cocultures containing the hPBMC 
as targets were reinfused every two weeks with freshly-stimulated hPBMC from 
the same buffy coat of cells. Methods to monitor vims inferior, of targ et crM* 
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Infection of target cells was assessed by one of three different methods. In some 
cases, the titer of infectious virus pseudotypes was determined by P- 
galactosidase expression. Cells were histochemically stained 48-72 hours after 
exposure to virus-containing supernatant, and foci of (3-galactosidase expressing 
5 blue cells were counted (BFU/ml). Those titers were then normalized to the titer 
observed on 293 cells exposed to the same viral supernatant and are reported as 
% of control. The titer observed on 293 cells ranged 10-fold from several 
hundred BFU/ml to 2-3,000 BFU/ml. 

Virion isolation and purification . Culture supernatants are harvested 

1 0 from infected cells, cleared of floating cells and debris by centrifugation at 3000 
x g for 10 minutes, and the virus stocks stored at -80°C. Virions are isolated for 
RT assays and Western analysis by ultracentrifugation of 10 ml virus stock 
underlaid with 1 ml 20% sucrose at 35,000 rpm in a Beckman SW40 rotor for 1 
hour at 4°C to pellet the virus (Federspiel et al., 1994). The viral pellet is then 

1 5 resuspended in either RT assay buffer or Laemmli load buffer. 

PERV virions are further purified for antibody production either by 
sucrose equilibrium density centrifugation or by a sucrose step gradient to 
concentrate the virions and remove proteins, nucleic acids and ribosomes from 
the cell supernatants. For equilibrium gradients, the supernatants are mixed with 

20 sucrose to a density slightly higher than 1.16 g/ml, the average buoyant density 
of retroviral particles, and the gradient formed by ultracentrifugation. Viral 
supernatants are layered onto a two-step sucrose gradient, 20% and 50%, and the 
virions banded at the boundary between the sucrose steps. In both methods, the 
banded virions are harvested by removing the band with a syringe through the 

25 side of the tube to prevent contamination. 

PCR . Standard PCR reactions contains 1.25 ul of 10X PCR buffer (50 
mM Tris, pH 8.3, 50 mM KC1, 7 mM MgCl 2 ), 1 .25 ul of 1.7 mg/ml BSA, 0.5 ul 
of each dNTP at 25 mM, 0.56 ul of each oligonucleotide primer (A 260 = 5), 0-8% 
dimethyl sulfoxide, 4.2 ul water, and 1 ul genomic DNA (about 100 ug/ml) 

30 (Federspiel et al., 1996). The reactions are heated to 90°C and initiated with 1.5 
ul Tag DNA polymerase (0.75 units). Thirty cycles of PCR are carried out as 
follows: 90°C for 20 seconds, then 59°C for 80 seconds. Alternations of this 
basic protocol follow the recommendations of the polymerase manufacturer. 
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Three sets of primers specifically amplify the three PERV envelope 
subgroups in the SU glycoprotein region: (all primers listed 5 '-3') PERV- A: 
TGGAAAGATTGGCAACAGCG and AGTGATGTTAGGCTCAGTGG (SEQ 
ID NO:8 and SEQ ID NO:9, respectively); PERV-B : 
5 TTCTCCTTTGTCAATTCCGG and TACTTTATCGGGTCCCACTG (SEQ ID 
NO:10 and SEQ ID NO:l 1, respectively); PERV-C: 

CTGACCTGGATTAGAACTGG and ATGTTAGAGGATGGTCCTGG (SEQ 
ID NO: 1 2 and SEQ ID NO: 1 3, respectively). PCR products were separated on a 
1 .0% agarose gel and DNA fragments of 2-2.5 kB were purified using Qiaex gel 
1 0 purification kit (Qiagen, Valencia, CA). Purified PCR products were then 

cloned into the TA vector using the TA Cloning Kit (In Vitrogen, Carlsbad, CA). 
Restriction analysis of clones derived from the TA vector was used to ensure an 
insert of the appropriate size was present. A minimum of 4 representative clones 
was chosen for sequence analysis. All deoxynucleotide sequencing was 
1 5 performed by the Mayo Clinic Molecular Biology Core on a Perkin Elmer 
ABIPRISM™ 377 DNA Sequencer (with XL Upgrade) with the PE applied 
Biosystems ABI PRISM™ dRhodamine Terminator Cycle Sequencing Ready 
Reaction Kit with AmpliTaq DNA Polymerase (PE Applied Biosystems, Foster 
City, CA). The CiustalW Multiple Sequence alignment Program of Mac Vector 
20 6.0. 1 (Oxford molecular Group) was used to compare the deduced envelope 
amino acid sequences. 

RT-PCR . RNA is isolated from virions with RNA STAT 50-LS or 
STAT-60 (Tel-Test, Inc., Friendswood, TX), and converted to cDNA with 2.5 
uM random hexanucleotide primers and Superscript II (Life Technologies, 
25 Gaithersburg, MD) (Wilson et al., 1 998). cDNA templates are amplified with 
primers corresponding to the PERV pol/env gene boundary 
(ACCTCGAGACTCGGTGGAAGGG; SEQ ID NO: 14) and the untranslated 
region 3' of the PERV env gene (CTGGGTTCTGGGAGGGTTAGGTTG; SEQ 
ID NO: 15), or amplified with PB906 (5* 
30 ACGTACTGGAGGAGGGTCACCTGA 3'; SEQ ID NO:16) and PB908 ('5 
GTCCCGAACCCTTATAACCTCTTG 3 ! ; SEQ ID NO: 17) or PERVenvl 
(sense) (5' ACCTCGAGACTCGGTGGAG; SEQ ID NO: 1 1) and PERVenv2 
(anti-sense) (5' CTGGGTTCTGGGAGGGTTAGGTTG; SEQ ID NO: 12) for 
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30 cycles at 94°C for 30 seconds, at 60°C for 30 seconds, and at 72°C for 1 
minute. The amplified products are cloned into the PCRII T-A vector 
(Invitrogen Corp., San Diego, CA). 

RT assays . The RT assays are conducted as described in Wilson et al. 
5 (1994) and Wilson et al. (1998) and are optimized for the detection of PERV RT 
as reported by Phan-Thanh et al. (1992). Pelleted virions or virions in cleared 
supernatant are treated in solubilization buffer (25 mM NaCl, 0.20% Triton X- 
100, 10 mM Tris, pH 7.5) for 15 minutes at ambient temperature. The 
solubilized samples are incubated for 3 hours at 37°C in 2X substrate buffer (50 

10 mM Tris, pH 7.5, 10 mM dithiothreitol, 0.6 mM MnCl 2 , 10 ug of poly (rA)-poly 
(dT) ]2 . lg (Pharmacia, Piscataway, NJ) per ml, and 10 uCi of 3 H[TTP] per 25 ul 
(22 Ci/mmol). The incubation is terminated with EDTA followed by blotting 
the synthesized DNA on a DEAE filtermat (LKB-Wallac, Gaithersburg, MD) 
through use of a harvesting apparatus (Skatron, Sterling, VA) with a rinse of 1% 

15 Na2HP0 4 (pH 7.0) containing 1 mM EDTA. Radioactivity is then determined 
via liquid scintillation. All samples are assayed in triplicate. 

RNase protection assays (RPA) . RNA from viral particles or cells is 
extracted using RNAzol™ B (Tel-Test, Inc., Friendswood, TX). RPA are done 
with the RPA n Ribonuclease Protection Assay Kit (Ambion, Inc., Austin, TX). 

20 Antisense riboprobes are synthesized in the presence 32 P[UTP] using the RNA 
Transcription Kit (Stratagene, La Jolla, CA). In standard RPA conditions, 
labeled riboprobe (5 x 10 5 cpm) is incubated with the RNA at 50°C overnight. 
The annealed reaction is digested with an RNase A/Tl mix at 30°C for 
45 minutes. The samples are cleaned up and fractionated on 6% acrylamide-7.6 

25 M urea gels, dried and exposed to Kodak X-OMAT film. 

Western analysis. Virion proteins were isolated and separated on 12% 
SDS polyacrylamide gels. The proteins were transferred to nitrocellulose filters 
with an Enprotech blotting apparatus (Integrated Separation Systems, Hyde Park, 
MA). The filters were blocked in phosphate-buffered saline with 10% nonfat dry 

30 milk (wt/vol) for 1 hour at ambient temperature. The blocked filters were 

drained and incubated with a 1 : 1000 of goat anti-GALV CA or goat anti-SSAV 
CA antisera in rinse buffer (1 00 mM NaCl, 1 0 mM Tris, pH 8, 1 rnM EDTA, 
0.1% Tween 20) containing 1% nonfat dry milk for 1 hour at ambient 
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temperature (Biological Carcinogenesis Branch Repository of the National 
Cancer Institute). The filters were then washed extensively in rinse buffer, and 
incubated with 50 ng/ml peroxidase-labeled rabbit anti-goat IgG (H + L) 
(Kirkegaard and Perry, Gaithersburg, MD) in rinse buffer with 1 % nonfat dry 
5 milk for 1 hour at ambient temperature. The filters were washed and the protein- 
antibody-peroxidase complexes detected with the Western Blot 
Chemiluminescence Reagent (DuPont NEN, Boston, MA). The filters were 
exposed to Kodak X-OMAT film. 
Results 

10 Host Range of PER V Tsnlates 

Primary PBMC were isolated from an NTH miniature pig and exposed to 
two different combinations of mitogens: phytohemagglutinin (PHA) and 
phorbol myristate acetate (PMA) or PMA and the calcium ionophore A23187. 
Mitogenic activation by either treatment resulted in a sharp increase in reverse 
15 transcriptase (RT) activity levels five days after stimulation (Figure 1 A). To 
determine if the increase in RT activity correlated with the production of 
infectious virus, stimulated PBMC from NIH and Yucatan minipigs were 
cocultured with the pig ST-IOWA cell line, a line that does not produce 
significant endogenous RT activity levels in the supernatants but is susceptible to 

20 PERV infection. Both cultures produced detectable RT activity 14 days after 
exposure to activated PBMC (Figure IB). These results indicated that mitogenic 
activation of the pig PMBC released PERV capable of productive infection of 
pig cells. To determine if the produced PERV can infect human cells, stimulated 
PBMCs were cocultured with the human embryonic kidney 293 cell line. RT 

25 activity was detected in 293 cells at day 3 1 (Figure 1 C) and continued to increase 
to levels comparable to RT activity levels produced by infected ST-IOWA cells. 
These results clearly demonstrated that the stimulated pig PBMC produce PERV 
that can productively infect human cells. These findings suggest that the 
stimulation of porcine lymphocytes, transferred to the patient in a xenograft, may 

30 result in the production of replication-competent human-tropic PERV capable of 
infecting the patient. 

In order to test if the PERVs of this primary 293 infection (1°- 
293/PERV) could improve their infection efficiency in human cells, supernatant 
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from the 1 °-293/PERV culture was passaged into a new culture of human 293 
cells (2°-293/PERV) and allowed to spread through the culture (Figure 2). After 
the culture reached maximum RT activity, supernatant from the 2°-293/PERV 
culture was passaged into fresh 293 cells and allowed to spread (3°-293/PERV). 
5 The titer of the PERVs produced by these three cultures was quantitated by 
generating MLV-pgal pseudotypes. 

The titers of all three PERV cultures were approximately the same on the 
control ST-IOWA cells (Figure 3). However, the titers of the MLV-Pgal/PERV 
pseudotypes produced from the 2°-293 and 3°-293 cultures were 5-fold higher 

10 compared to the 1 °-293 culture. The relative copy number of integrated PERV 
proviruses in these three PERV infected 293 cultures was quantitated by 
Southern analysis. As shown in Figure 4, the DNA isolated from the 2°- 
293/PERV and 3°-293/PERV cultures contained more integrated PERV 
proviruses per cell relative to the DNA of the l°-293/PERV cultures. 

1 5 Overall, the host range of the PERVs produced from the 293/PERV 

cultures appears to coincide with a PERV-A related isolate (see Table 4 
compared to Takeuchi et al., 1998). One notable exception is the inability of 
PERV-1.15 MLV-Pgal pseudotypes to infect D17 cells, suggesting that the 
changes in the envelope glycoproteins may have altered the host range. 
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Table 4. Host range of PBMC PERV produced by 293 cells 



Titer of LacZ pseudotype 3 





Species 


Cell 


1° 


2° 


3° 




Human 


HeLa 


+ 


+ 


+ 


5 




HOS 


+ 


+ 


+ 






Caki-1 


- 


- 


+ 






293 


+ 


++ 


++ 




Primate 


FRhK-4 








10 


Pig 


ST-IOWA 


++ 


++ 


++ 






loPT 




+ 






Dog 


D17 








15 


Rabbit 


S1RC 


- 


- 


- 




Hamster 


E36 








20 


Mink 


Mv-l-Lu 


-H- 


++ 


++ 






MiCll 


+ 


++ 


++ 




Cat 


Fc3Tg 


+ 


+ 


++ 






AK-D 


+ 


+ 


++ 


25 




CRFK 


++ 


++ 


++ 






PG4 


++ 


++ 


++ 



a MLV-Pgal pseudotypes were produced in the PERV infected human 
293 cultures: negative (-); 1-100 BFU/ml (+); >100 BFU/ml (++). 

30 
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Table 5. Productive infection of human and animal cell lines by 293/PERV 



Cell Line Virus a Lac^ RT C RT-PCR d 

ST 1° ++ neg nd 

(pig testis) 2° ++ d.9 nd 

3° ++ d.9 nd 

293 1° + d . 18 nd 

(human kidney) 2° ++ d.10 nd 



3° ++ d.10 nd 



10 



Caco-2 l' 
(human colon) 2' 



• neg 
? neg 
3° ? d.18 



neg 



HepG2 1° ++ 

(human liver) 2° ++ d.26 

3° ++ d.26 + 

HT1080 1° + neg 
(human fibrosarcoma) 2° ++ d.26 + 
3° ++ d.13 + 
Mv-l-Lu 1° + neg + 
(mink lung) 2° ++ d.21 + 
3° ++ d.38 + 
CRFK 1° + neg + 
(cat kidney) 2° + d.14 + 
. 3J ++ ±U + 

a Culture supernatant from 1°, 2°, or 3° -293/PERV cells. 
b Titer of MLV-Pgal pseudotype: negative (-); 1-100 BFU/ml (+): >100 
BFU/ml(++). 

c The day when the RT activity was greater than 2-fold over background 
activity from uninfected cells. The assay was terminated after 8 weeks. 

d At 8 weeks postinfection, RNA was isolated from the culture 
supernatant and assayed for pol sequences by RT-PCR. 

nd Not determined. 

? High background staining made the data uninterpretable. 

PERV Produced bv the 293/PKK V Cnltnr^ Cm PmHnrrHvelv Tnfert 

Other Human, Mink and Cat Cell Lines . A number of different cell lines were 
employed to determine the tissue and species specificity of PERV produced by 
293/PERV cultures (Table 5). All the cell lines tested except Caco-2 were 
productively infected by the virus populations produced by the 2° and 3°— 
293/PERV cultures. The 3°-293/PERV infected Caco-2 culture produced RT 
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activity at day 1 8 and detectable pol RNA by RT-PCR indicating a productive 
infection. The l°-293/PERV culture produces 5-fold lower PERV titers (see 
Figure 3) which may account for the lower replication efficiency in most lines. 
The transfer of significant levels of replication-defective PERV genomes into the 
5 primary 293 cells may account for the lower titers. The ability of the PERV 
produced by the 2° and 3°-293/PERV cultures to efficiently replicate in most 
cultures may be the result of the loss of defective interfering PERV genomes or 
the adaptation of the virus, or both. 

An expanded analysis of species tropism indicated that cell lines derived 

10 from mouse, rat, rabbit, dog, cow, and rhesus monkey were resistant to infection 
by 293/2° pseudotypes, while cell lines from cat or mink cell lines were 
susceptible. This latter susceptibility was low compared to 293 cells, with the 
exception of MiCL and PG4 cell lines. Mink and cat cell lines were also 
infected with PERV infected 293/2° supernatant. Only low levels of RT activity 

15 were observed in MiCL and CRFK cultures. PG-4 cultures had RT activity of 
933 cpm [ 3 H-TTP] at 3 weeks, which was reduced to 2344 cpm by 5 weeks, post 
infection. 

Analysis of the Susceptibility of Hematopoietic Cells to Infection by 
PERV. In order to assess whether primary human PBMC (hPBMC) were 

20 susceptible to infection by PERV, PHA-activated hPBMC were cocultured with 
irradiated 293/2° virus-producer cells and maintained in IL-2-containing medium 
for 8 weeks. No RT activity above background levels or viral RNA as measured 
by RT-PCR were produced during the course of the experiment. Since 
maintenance of the hPBMC in IL-2 during the course of the experiment biases 

25 the culture conditions towards the proliferation of T cells, other hematopoietic 
lineages that may be susceptible to infection may not have been represented. To 
investigate the possibility that other hematopoietic lineages may be permissive 
for infection, a number of human hematopoietic cell lines representing the T cell, 
B cell, myeloid, and NK cell lineages were analyzed for their susceptibility to 

30 PERV infection by coculture with irradiated 293/2° virus producer cells. 

Supernatants from the cocultures containing either M14 (T cell lineage), Jurkat 
(T cell lineage), K5 62 (myeloid lineage), or the NK cell line YTN 1 0, remained 
negative for RT activity during the 8 week course of the experiment, although 
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viral RNA could be detected by RT-PCR throughout the experiment. Figure 5 
shows the data from the RT activity for the cocultures containing the T cell line 
Molt 4, the B cell lines Daudi and Raji, and the myeloid cell line U937. By 4 
weeks post-coculture, the RT activity in the Molt 4- and Daudi-containing 
5 cocultures was positive and continued progressively to increase throughout the 
period of the coculture. In contrast, the RT activity for both the Raji and U937 
sets of cocultures plateaued by 4 weeks post-culture. The results from this 
experiment suggest that the Molt 4, Daudi, Raji, and U937 cell lines were 
permissive for productive infection by PERV. 
10 The RT positive hematopoietic cell lines were then co-cultured with 

primary hPBMC, as a virus population may have been selected in the susceptible 
hematopoietic cell lines that could more efficiently infect primary hematopoietic 
cells. The irradiation conditions optimal for lethal irradiation were determined 
for each of the RT positive Daudi, Molt 4 and U937 cell lines. Then lethally- 
1 5 irradiated RT-positive Daudi, Molt 4 and U937 were each employed as virus- 
producer cells in cocultures with primary hPBMC activated with PHA or with 
human 293 cells as positive controls. By 2 weeks post-coculture, each of the 
cocultures containing 293 cells as target cells became significantly RT positive 
(>7,000 cpm), and by 3 weeks, the RT activity in each of these cultures 
20 increased to >20,000 cpm. By contrast, none of the cocultures containing the 
hPBMC demonstrated RT activity higher than negative control cultures over the 
course of the experiment. Although viral RNA was detected by RT-PCR in the 
supernatant of cultures sampled 1 -2 weeks post-exposure, the supernatant was 
negative for viral RNA by RT-PCR by three weeks and remained so out to the 8- 
25 week time point. The positive RT-PCR results obtained at the early time points 
most likely reflect presence of residual irradiated virus-producer cells which 
disappear from the culture at the later time points, rather than infected cells. 
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Table 6. Comparison of the nucleotide and deduced amino acid sequence 
of PER V- 1.1 5 with the three known PERV env subgroups. 





1.15 
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PERV-1.15 




96 


85 


73 


PERV-A 


97 




82 


76 


PERV-B 


87 


84 




70 


PERV-C 


72 


76 


72 





Nucleotide Identity (%) 



En v S ubgroups of PER V in PERV- infected 293 Cu ltures 

To determine what PERV envelope subgroups were present in virions 
produced by the 293/PERV populations, the envelope regions was cloned by 
RT-PCR amplification of virion RNA isolated from 1°, 2°, and 3°-293/PERV 
supernatants. The primers used for RT-PCR were designed from the PERV-A 
and PERV-B envelope sequences. Oligonucleotide primers were synthesized 
homologous to a conserved region at the 3 '-end of the pol gene (5 ' of the PERV 
env gene) and a conserved untranslated region 3' of the env gene. The amplified 
products were cloned into the pCRII T-A cloning vector (Invitrogen) and 
representative clones sequenced from each culture. Unexpectedly, only one 
PERV envelope gene species was detected in virions produced from all three 
cultures. The deduced amino acid sequence shows that the surface glycoprotein 
region of the gene is almost identical to PERV-A, but the transmembrane 
glycoprotein region of the gene is almost identical to PERV-C (Figure 6). The 
nucleotide and amino acid sequence homologies of PERV-1.15 with PERV-A, - 
B, and -C are summarized in Table 6. 

While the PERV-1.15 envelope gene is clearly in the PERV-A receptor 
subgroup family, the gene contains a unique transmembrane glycoprotein that 
may be important for efficient PERV replication in human cells. The variation 
in the PERV env genes may be significant since variant MLV env genes have 
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been shown to not only broaden the host range of the esotropic MLV but 
increase the pathogenicity (Rosenberg et al., 1997). These viruses arise by 
recombination between different endogenous ML Vs. Recombination between 
env sequences of exogenous and endogenous feline leukemia viruses (FeLV) 
5 also occurs in FeLV-induced thymic tumors. 

All 293/PERV cultures contained PERV-A envelope sequences as 
determined by PCR using subgroup-specific envelope primers. However, PERV- 
B envelope sequences were not detected in the 293/PERV culture DNAs. The 
PERV-C envelope sequence was detected in the l°-293/PERV culture, but not in 
10 the subsequent virus passages. PERV-C does not infect most human cells 
efficiently. 

Isolation of Other Human-Tropic PEKVs To identify other human- 
tropic PERV, primary cell cultures, e.g., pig aortic endothelial cells (PAEC from, 
for example, NEH and Yucatan minipig breeds), pig PBMC, and primary pig 

1 5 hepatocytes, from normal pig tissues are assayed for the production of human- 
tropic PERVs on human 293 cells. The cultures are passaged and monitored for 
PERV production by RT-PCR and RT activity. The PERV populations are 
passaged onto fresh human cells to generate secondary cultures to determine if a 
particular PERV species dominates, and if the overall replication efficiency 

20 improves. Env subgroups and LTR-U3 sequences are determined as described 
above. 

New preparations of PERV cDNA are synthesized by RT-PCR from 
virion RNA isolated from PERV sources, and 1 °, 2°, and 3°-293/PERV culture 
supernatants. The region from the virion mRNA polyA tail to the PERV pol 

25 gene is amplified by RT-PCR. The RT-PCR reactions use a pol primer that 
hybridizes just 5 ' of the env gene, and a second reaction using a pol primer 
homologous to the RT active site region. Two reactions that use different pol 
primers increase the chance of amplifying all PERV variants. ProSTAR Ultra 
High Fidelity (HF) RT-PCR System (Stratagene) is employed for RT-PCR as it 

30 combines high fidelity with long target amplification using the PfuTurbo DNA 
polymerase. PfuTurbo DNA polymerase efficiently generates blunt ends. The 
product is cloned into PCR-Script (Stratagene) designed for blunt-end cloning. 
This approach does not rely on specific restriction sites to be present in the 
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PERV sequence, and produces cDNA clones that contain both the envelope gene 
and the U3 LTR region. 

The resulting bacterial colonies are grouped first by envelope subgroups 
by probing colony lifts on nitrocellulose with 32 P-labeled DNA probes specific 
5 for each PERV envelope subgroup. These regions only detect the variable 
region of the envelope surface glycoprotein. The probing colony lifts with a 
specific 32 P-labeled probe (DNA region or oligonucleotide), by PCR with 
specific primers designed to identify the variant sequence, and/or by Southern 
blots of digested plasmid clone DNA probed with a specific 32 P-labeled probe. 

10 In this way, thousands of colonies are easily probed for specific PERV 

sequences, thereby increasing the detection of rare PERV RNAs. For example, 
PERV-B was not detected in the DNA in any of the 293/PERV cultures, and 
PERV-C was barely detected in the DNA of 1°- 293/PERV. Thus, PERV-B and 
PERV-C envelope sequences may be represented in virions, especially in virions 

1 5 produced by PBMC and the 1 °- 293/PERV culture supernatants. RT-PCR 

reactions designed to amplify only PERV-B and PERV-C mRNAs are also done. 
Finally, the expression profile of PERV envelope and U3-LTR sequences in 
PBMC is analyzed by RNAse protection assays. Specific PERV envelope and 
U3-LTR sequences are cloned into pBluescript KS (Stratagene), and used to 

20 produce 32 P-labeled antisense RNA probes. Pig and human GPDH probes are 
also used to normalize RNA levels in the assays for quantitation of PERV RNA 
levels in PBMC. These assays determine if PERV-B and PERV-C loci are 
expressed in PBMC. The nucleotide sequence is then determined for 10-15 
representative clones of each unique PERV group. 

25 Cellular DNA is probed, by Southern analysis and PCR, for the presence 

of any new or variant PERV sequence identified by these experiments. This 
analysis verifies that the PERV sequence is present in the genome, and not an 
artifact of the cloning or analysis procedure, although the sequence could be the 
result of adaptation. The biological properties of all PERV sequences is 

30 characterized in an infectious molecular clone. RNase protection assays are used 
to identify and quantitate the expression levels of the unique PERV elements in 
RNA isolated from a variety of tissues: brain, pancreas, spleen, liver, heart, 
kidney, muscle, lung, and PBMC. 
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Example 3 

Molecular Cloning and Charact erization of PERVs 
A lambda genomic library was prepared from SauZ A-partially digested 
DNA isolated from 2°-293/PERV cells in the Lambda Dash II vector 
5 (Stratagene). The library was probed with a 32 P-labeled PERVpo/ gene 

fragment, and ten genomic clones isolated. Six of the clones were unique and 
contained partial PERV proviruses. 

All of the cloned PERV regions were nearly identical, with at most two 
amino acid changes in the coding regions, except the PERV sequences in lamA8 
1 0 (Figure 7). The lamA8 pol gene contains an 86 nucleotide deletion that results in 
the truncation of the open reading frame at amino acid 887, a loss of 308 amino 
acids. The lamA8 env gene contains 101 nucleotide insertion that results in the 
truncation of the open reading frame at amino acid 599, a loss of 60 amino acids 
which includes the putative transmembrane region of the transmembrane 
15 glycoprotein. It is unlikely, therefore, that lamA8 contains a functional pol or 
env gene. 

The PERV regions cloned from the 2°-293/PERV culture were compared 
to the putative complete PERV cDNA, PERV-MSL (Akiyoshi et al., 1998), the 
PERV-A (Letissier et aL, 1 997) and PERV-1 . 15 envelope genes, and gibbon ape 
20 leukemia virus (GALV) (Table 7). The 293/PERV gag and pol genes, as well as 
the 5' and 3' untranslated regions were nearly identical to the PERV-MSL 
nucleotide and deduced amino acid sequence. 
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Table 7. Comparison of the 2°-293/PERV regions 
contained within the lambda clones with other PERV isolates 



Percent Identity 
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85 


96 99.7 
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3'-ut 


N 


100 







15 a N, nucleotide sequence; A, amino acid sequence. 

b PERV-MSL, a putative full-length PERV cDNA clone with the C-type 
envelope gene. 

c GALV, gibbon ape leukemia virus, 
ut untranslated region. 

20 

The env gene in lamA6 has 4 nucleotide and 2 amino acid differences 
with PERV-1 . 15, the 293/PERV env gene cloned by RT-PCR from virion RNA 
(Figure 18). Upon comparing the nucleotide sequence of the 293/PERV and 

25 PERV-MSL LTRs, a large divergence was observed in the U3 region (Figure 8). 
The 293/PERV LTR contains 71 more nucleotides than the PERV-MSL LTR. 
The sequence of the PERV sequences in Lambda clones Al, Al 1, A3A, A10, 
and A8 is also shown in Figure 18. 

Two recombinant PERV proviruses were prepared to test if they produce 

30 infectious virus in 293 cells. The constructs, an A3A/A6 chimera and an A1/A6 
chimera, are outlined in Figure 9. All constructs were built in the pBluescript 
KS vector (Stratagene), and used the unique BspEI site in the pol gene to link the 
3 '-half of the genome contained in lam A6 to the 5 '-half of the genome 
contained in either lamAl or lamA3A. A minimum of genomic sequence was 

35 cloned with the PERV region: Al , about 1 000 bp; A3 A, about 30 bp; A6, about 
700 bp. 
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Example 4 

Preparation and Detection of Anti-PERV Antibodies 
Rabbit polyclonal antisera is produced against 2°-293/PERV virion 
proteins and against 2°-293/PERV capsid proteins. The 2°-293/PERV cultures 
5 produce a relatively large amount of viral particles as demonstrated in Figure 
1 OA. Goat anti-SSAV CA and goat anti-GALV CA antisera easily detect PERV 
Gag proteins on a Western blot with only minor cross-reaction to control 293 
cell supernatant proteins (Figure 10B). These antisera are used as positive 
controls for the characterization of the anti-PERV antisera and monoclonal 

10 antibodies. The 2°-293/PERV cultures produce approximately equal amounts of 
the p30 capsid (CA) protein in 5 ml of supernatant as ALV infected cultures 
produce ALV p27 CA protein (lanes 2 and 5). The high-titer ALV stock 
contained 10 7 iu/ml. The 2°-293/PERV virions are collected and purified by 
equilibrium density centrifugation on sucrose gradients. The banded virions are 

15 collected, dialyzed, and used for antibody production. The PERV CA protein is 
isolated from SDS-PAGE gels (Figure 10A) and also used for polyclonal 
antisera production. 

Two rabbits are used for each antigen preparation. The antigen (100 ug) 
mixed in Complete Freund's Adjuvant is used for the initial inoculation. The 

20 animal is boosted with 50 ug antigen in Incomplete Freund's Adjuvant on day 
14, 21 and 49 after the initial inoculation. The route of injection is normally 
subcutaneous and/or intramuscular at multiple sites. Test bleeds are drawn on 
day 35 and 56 and screened against PERV proteins by Western blot and 
immunoprecipitation assays. 

25 Purified PERV CA protein is used to produce mouse hybridomas that 

secrete monoclonal antibodies against PERV CA. The PERV capsid protein, 
purified from polyacrylamide gels, is used as the antigen. Five Balb/c mice are 
injected intraperitoneally or subcutaneously with 400 fig antigen (per mouse) in 
Complete Freund's Adjuvant and boosted two weeks later with 250-500 ug of 

30 the antigen in Incomplete Freund's Adjuvant. All five mice are then tested for 
the presence of PERV anti-capsid antibodies by Western blot. One of the 
positive mice is used for hybridoma preparation. Spleenocytes and/or lymph 
node cells are removed and fused to non-immunoglobulin secreting myeloma 
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cell line F/O. Hybridomas are screened and positive hybrids are cloned and then 
subcloned to obtain monoclonal antibody (MoAb) producing cell lines. The 
hybridomas are screened by both Western blot and immunoprecipitation of 
PERV capsid protein. The MoAb cell lines are isotyped and cryopreserved. 
5 MoAbs are purified from the cell line supernatant by protein A/G column 
chromatography. 

The new anti-PERV antibodies, as well as the anti-SSAV and anti-GALV 
CA antisera, are tested for their ability to detect PERV proteins in live and fixed 
PERV infected cells. An immunofluorescence and/or immunohistochemical 

1 0 assay for PERV infection simplifies the detection of PERV infection and allows 
the direct quantitation of PERV titers. 

To detect anti-PERV antibodies in sera, a Western-based assay system is 
employed. Protein preparations made from PERV virions produced by the 2°- 
293/PERV culture are separated by SDS-PAGE and transferred to nitrocellulose 

1 5 filters. Virion protein extracts are used for two reasons. First, PERV produced 
by human cells does not display the a-Gal xenoreactive carbohydrate that may 
bind to the a-Gal antibodies in human sera. Second, the 2°-293/PERV culture 
produces high levels of PERV virions as shown by analysis of PERV virion 
protein extracts. Goat anti-SSAV and anti-GALV CA antisera that cross-reacts 

20 with the PERV CA protein is employed. The 2°-293/PERV virions are purified 
by equilibrium centrifugation on sucrose gradients. In one embodiment, the 
assay employs peroxidase-conjugated secondary antibodies and enhanced 
chemiluminescence (Amersham, Pharmacia Biotech, Piscataway, NJ) to detect 
antibodies bound to the PERV proteins. To determine what effect human sera 

25 may have on the performance of the assay (e.g., alter the antibody sensitivity or 
cross-reaction with common human antibodies), the anti-CA antisera is added to 
dilutions of control human sera (1 : 1 0, 1 :50, 1 : 1 00) and tested. 

Serum samples from at least 300 pig slaughterhouse workers, plus 
controls, are screened. Control samples, including sera from a patient with little 

30 or no exposure to pigs, and sera from two populations of retrovirus-infected 

patient populations (50 HIV-1; 20 HTLV-1) is used to evaluate the specificity of 
antibody binding to PERV and non-PERV proteins. Preparative single well 
SDS-PAGE is used to separate the PERV virion proteins, and the proteins 
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transferred to a nitrocellulose filter. The Miniblotter II apparatus (Immunetics, 
Cambridge, MA) permits the screening of 45 different samples by dividing the 
Western blot into 45 sample cells. A negative control serum and a positive 
control serum (human sera with SSAV or GALV anti-capsid antisera) is assayed 
5 with each blot. A 1 :50 dilution of the serum samples is screened initially. 
Human blood samples are also tested for PERV nucleic acid and anti-PERV 
antibodies. 



Example 5 

10 Soluble Forms of the Subgroup A Avian Leukosis Virus Receptor Tva 

Significantly Inhibit ALVYA) Infection in vitro and in vivn 
Three cell surface proteins have been identified as ALV receptors: Tva, 
the receptor for ALV(A) (Bates et al., 1998; Bates et al., 1993; Young et al., 
1993); CAR1, the receptor for ALV(B) and ALV(D) (Brojatsch et al, 1996; 

1 5 Smith et al., 1 998); and SEAR, the receptor for ALV(E) (Adkins et al., 1 997) . 
To aid in the characterization of the interactions between Tva and ALV(A) 
envelope glycoproteins, soluble forms of the 83 amino acid extracellular domain 
of the Tva receptor protein (sTva) were constructed by Young and colleagues 
(Connolly et al, 1995), who reported that pre-incubation of the sTva proteins 

20 with different envelope subgroup ALVs caused a specific block to infection of 
susceptible chicken cells by ALV(A), but had no effect on ALV(B) or ALV(C) 
infection. 

To determine if cells and chickens expressing sTva proteins are resistant 
to ALV(A) infection, ALV-based replication-competent retroviral vectors were 

25 used to efficiently deliver and express stva genes (Federspiel et al., 1997). The 
vectors are available with five different envelope subgroups (A-E) which enables 
multiple genes to be delivered and expressed in virtually every cell. 
Materials and Methods 

Soluble receptor and retroviral v ector cmistmr.ts The two soluble 

30 receptor gene constructs, contained in the plasmids pLC126 and pKZ457, were 
gifts of John Young (Harvard Medical School). The pLC126 stva gene 
(Connolly et al., 1994; Hughes et al., 1987), encoding the 83-amino-acid Tva 
extracellular domain fused to a 9-amino-acid antibody epitope tag derived from 
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influenza virus hemagglutinin, followed by six histidine residues, was isolated as 
a Ncol-Pstl fragment and cloned into the Ncol and Pstl sites of the CLA12NCO 
adaptor plasmid (Federspiel et al., 1997; Hughes et al., 1987). The pKZ457 srva- 
mlgG gene, encoding the 83-amino-acid Tva extracellular domain fused to the 
5 constant region of the mouse IgG heavy chain (nucleotides 353-1072) (Tucker et 
al., 1979), was isolated as a Ncol-Blpl fragment. The Blpl site was made blunt 
and the modified fragment was cloned into the Ncol and Smal sites of 
CLA12NCO. Both the stva and stva-mlgG genes had been modified to contain 
Ncol sites at their initiator ATGs. The soluble receptor gene cassettes were 

10 isolated as Clal fragments from the adaptor plasmids and cloned into the unique 
Clal site of the RCASBP, RCAS, and RCOSBP retroviral vectors with subgroup 
(B) and subgroup (C) envelope genes. The RCAS family of replication- 
competent retroviral vectors have been described (Federspiel et al., 1994; 
Federspiel et al., 1997; Hughes et al., 1987; Petropoulous et al., 1991; 

15 Petropoulous et al., 1992). 

The stva-mlgG gene isolated as a Clal fragment from the CLA12NCO 
adaptor plasmid was subcloned into the TFANEO expression vector (Federspiel 
et al., 1989). TFANEO is a companion expression vector to the RCAS family of 
retroviral vectors. The expression cassette of TFANEO consists of two LTRs 

20 derived from the RCAS vector that provide strong promoter, enhancer, and 
polyadenylation sites flanking a unique Clal insertion site. The TFANEO 
plasmid also contains a neo resistance gene expressed under the control of the 
chicken (3-actin promoter, and an ampicillin resistance gene for selection in E. 
coli. 

25 The RCASBP(A)AP, RCASBP(C)AP and RCASBP(C)AP retroviral 

vectors which contain the heat-stable human placental alkaline phosphatase gene 
(AP) have been described (Federspiel et al., 1997; Field-Berry et al, 1992; 
Fekete et al., 1 993). The AP gene, contained on a Sail fragment, was cloned into 
the Sail site of the CLA12 adaptor plasmid, and then subcloned into the 

30 RCASBP vectors as a Clal fragment (gift of Constance Cepko). 

Cell culture and virus propagation. Chicken embryo fibroblasts (CEFs) 
derived from 10-day, line 0 embryos (C/E) (Astrin et al., 1979) were grown in 
DMEM (GTBCO/BRL) supplemented with 1 0% tryptose phosphate broth 
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(GIBCO/BRL), 5% fetal bovine serum (GIBCO/BRL), 5% newborn calf serum 
(GIBCO/BRL), 1 00 units of penicillin per ml, and 1 00 ug of streptomycin per 
ml (Quality Biological, Inc., Gaithersburg, MD) as previously described 
(Federspiel et al., 1997). DF-1 cells were grown in DMEM supplemented with 
5 10% fetal bovine serum, 100 units of penicillin per ml, and 100 jxg of 

streptomycin per ml (Himly et al., 1998; Schaefer-Klein et al., 1998). Both CEF 
and DF-1 cultures were passages 1 :3 when confluent. 

Virus propagation was initiated by calcium phosphate transfection of 
plasmid DNA that contained the retroviral vector in proviral form (F ederspiel et 

10 al., 1997). In standard transfections, 5 ug of purified plasmid DNA was 
introduced into DF-1 cells or early passage CEF by the calcium phosphate 
precipitation method (Kingston et al., 1989). Viral spread was monitored by 
assaying culture supernatants for ALV capsid protein by either Western transfer 
analysis or ELISA (Smith et al., 1979). Virus stocks were generated from the 

15 cell supernatants. The supernatants were cleared of cellular debris by 

centrifugation at 2000 x g for 10 minutes at 4°C and stored in aliquots at -80°C. 
DF-1 cells transfected with the TFANEO plasmid were grown in 500 ug/ml 
G418 (Gibco/BRL) to select for neomycin-resistant cells. Clones were isolated 
using cloning cylinders (Bellco Glass Inc., Vineland, NJ), expanded, and 

20 maintained with standard medium supplemented with 250 ug/ml G41 8. 

ATV alkaline phosphatase challenge assay . In a direct AP challenge 
assay, CEF or DF-1 cell cultures (about 30% confluent) were incubated with 10- 
fold serial dilutions of the RCASBP/AP virus stocks for 36-48 hours at 39°C. In 
a pre-absorption AP challenge assay, the 10-fold viral serial dilutions were first 

25 mixed with 2 ml of supernatant containing sTva-mlgG for 3 hours at 4°C, and 
then assayed as above. The assay for alkaline phosphatase activity was modified 
from procedures of Cepko and co-workers (Federspiel et al., 1994; Fekete et al., 
1993; Fields-Berry et al., 1995). Cells were fixed in 4% paraformaldehyde in 
Dulbecco's phosphate-buffered saline (PBS) for 30 minutes at 25°C, washed 

30 twice in PBS for 5 minutes each, and incubated for 1 hour at 65°C to inactivate 
endogenous AP activity. The cells were then washed twice with AP detection 
buffer (100 mM Tris-Cl, pH 9.5/100 mM NaCl/50 mM MgCl 2 ) for 10 minutes 
and exposed to the AP chromogenic substrates nitroblue tetrazolium (300 fig/ml) 
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and 5-bromo-4-chloro-3-indoyl phosphate (170 ug/ml) (GEBCO/BRL). 
Enzymatically active AP produces an insoluble purple precipitate. The reaction 
was stopped by the addition of 20 mM EDTA, pH 8.0 in PBS. 

Tmmunoprecipitation and Western transfer analysis of stva-mlgG 
5 proteins . A 500 ul aliquot of culture supernatant or serum was incubated with 50 
ul of anti-mouse IgG-agarose beads (Sigma) for > 1 hour at 4°C. The sTva- 
mlgG agarose bead complexes were collected by centrifugation and washed 
twice in dilution buffer [50 mM Tris-buffered saline (TBS), 1% Triton X-100, 1 
mg/ml BSA], once in 50 mM TBS and once in 0.05 M Tris-Cl, pH 6.8. The 

10 washed complexes were collected by centrifugation, resuspended in 50 ul IX 
Laemmli buffer (2% SDS, 10% glycerol, 0.05 M Tris-Cl, pH 6.8, 0.1% 
bromophenol blue) without P-mercaptoethanol, and heated for 5 minutes at 
100°C. The agarose in the samples was collected by centrifugation for 2 minutes 
and the supernatants were transferred to new tubes. Prior to gel electrophoresis, 

15 1 .0 ul p-mercaptoethanol was added to each 50 ul sample and the samples were 
heated for 5 minutes at 100°C. The denatured immunoprecipitates were 
separated by 12% SDS-PAGE, and transferred to a nitrocellulose membrane. 
The filters were blocked with 10% non-fat dry milk (NFDM) in PBS, probed 
with 0.05 ug/ml peroxidase-conjugated goat anti-mouse IgG antibodies 

20 (Kirkegaard and Perry laboratories, Gaithersburg, MD) in rinse buffer (100 mM 
NaCl, 10 mM Tris«CL pH 8, 1 mM EDTA, 0.1% Tween 20) and 1% NFDM, and 
washed in rinse buffer. Protein/antibody complexes were detected with the 
Western Blot Chemiluminescence Reagent (NEN) according to the 
manufacturer's instructions. The immunoblot was then exposed to Kodak X- 

25 Omat film. 

In viyo ALV challenge assay . Line 0 embryos were somatically infected 
with RCASBP(B), RCASBP(B)stva, or RCASBP(B)stva-mIgG by injecting 
unincubated eggs near the blastoderm with 100 ul containing 1 x 10 6 CEF or 
DF-1 cells producing the virus. Line 0 is a White Leghorn line that is 
30 genetically susceptible to all ALV subgroups except subgroup (E) and is free of 
endogenous proviruses that are closely related with ALV (Astrin et al., 1 979). 
Viremic chicks were identified at hatch by ELISA for the ALV capsid protein 
p27. Viremic and uninfected control chicks were infected intra-abdominally 
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with 1 0 s infectious units of either RAV-1 [an ALV(A) isolate] or RAV-49 [an 
ALV(C) isolate]. Blood was collected at 2, 4 or 9 weeks post-challenge, and the 
serum assayed for infectious subgroup (A), (B), or (C) ALV by the in vitro ALV 
Assay (see below). 

5 Tn vitro ALV assay . The presence of infectious ALV in chickens was 

determined by assaying the serum samples on a panel of cell lines with different 
ALV envelope subgroup susceptibilities. The panel of indicator cell lines 
included: line 0 CEF (C/E) which supports the replication of ALV(A), ALV(B), 
and ALV(C); line alv6 CEF (C/A) which supports ALV(B) and ALV(C) 

10 replication; line RP30B-cell line (C/B) which supports ALV(A) and ALV(C) 
replication; and line 15.C-12 CEF (C/C) which supports ALV(A) and ALV(B) 
replication. Serum samples (100 ul) were added to the cells and the cells were 
incubated for 9 days in media (5% serum) to allow ALV to spread. The media 
was changed after 3 days to avoid detection of ALV proteins in the original 

1 5 serum sample. The cells were then solubilized by 2 cycles of rapid freeze-thaw 
to release ALV Gag antigens. The ALV capsid protein was detected by ELISA. 
A positive sample was defined as having an optical density reading of > 0.200. 
The in vitro ALV Assay can detect infectious ALV titers as low as 10 IFU/ml. 

RNase protection assay . Total RNA was isolated from cells in culture, or 

20 homogenized tissues of experimental birds, by the RNazol B method (Tel-Test, 
Inc., Friendswood, TX). Sequence-specific RNA probes were cloned into 
pBluescript KS as follows: the RAV-1 envelope sequences were cloned as an 
Xhol to Xbal fragment (Genbank accession # Ml 91 13; nucleotides 248-676) 
(Bora et al., 1988); the RAV-2 envelope sequences were cloned as a BamHI to 

25 Sail fragment (Genbank accession # M14902; nucleotides 612-1080) (Bora et 
al., 1986); the stva probe was generated from an EcoRl to Pstl fragment from the 
plasmid pLC126 (Genbank accession # L22752; nucleotides 9-386) (Bates et al., 
1993; Connolly et al., 1994); and the stva-mlgG probe was generated from a 
Clal to BamHI fragment derived from the adaptor plasmid construct which 

30 contains the 5 '-Clal site and transcription leader from the CLA12NCO adaptor 
plasmid and a synthetic sequence encoding the 83-arnino acid Tva extracellular 
domain from pKZ457 that is different from the stva gene. A fragment of the 
chicken glyceraldehyde-3-phosphate dehydrogenase (GAPDH) gene (Genbank 
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accession # K01458; nucleotides 163-361) (Panabieres et al., 1984) was used as 
a control for the quantity and quality of the RNA. The constructs were 
linearized by restriction endonuclease digestion and gel purified. 32 P-labeled 
antisense RNA probes were synthesized using the RNA Transcription Kit 
5 (Stratagene, La Jolla, CA). The probes were hybridized with 20 ug of total RNA 
in 20 ul hybridization solution (80% formamide, 10 mM sodium citrate pH 6.4, 
300 mM sodium acetate pH 6.4, 1 mM EDTA) overnight at 42°C. RNase 
protection assays were performed using the RPA II Ribonuclease Protection Kit 
(Ambion, Austin, TX). The RNA samples were digested with the RNase A/Tl 

1 0 mixture diluted 1 :75 . The protected RNA probe fragments were separated on a 
6% acrylamide/7.6 M urea gel and exposed to Kodak X-Omat film. 

PGR assays. DNA was isolated from cells in culture or tissues of 
experimental birds using the QIAmp Tissue Kit (Qiagen). Each PCR contained 
1.25 ul 10X PCR buffer (final concentration, 50 mM Tris-Cl, pH 8.3, 50 mM 

1 5 KCL 7 mM MgCl 2 , 1 . 1 mM p-mercaptoethanol), 1 .25 ul of 1 .7 mg/ml BS A, 0.5 
ul of each dNTP at 25 mM, 0.5 ul of each primer (A 260 = 5), 6.0 ul H 2 0, and 1.0 
ul of DNA (genomic DNA about 1 00 ng/ul; plasmid DNA about 2 ng/ul). The 
reactions were heated to 90°C for 1 minute and initiated by the addition of 1 .5 ul 
of Taq DNA polymerase (Promega, Madison, WI) diluted 1:10 v/v (0.75 units). 

20 Thirty cycles of PCR were carried out as follows: 90°C for 40 seconds, then 
59°C for 80 seconds. Diagnostic primers used to detect ALV(A) env (Bora et 
al., 1988) were 5'-GGGACGAGGTTATGCCGCTG-3' (SEQ ID NO:24; about 
50 bp upstream of Kpnl site) and 5 ' -GGGCGTGCGCGC ATTACCAC-3 ' (SEQ 
ID NO:25; nucleotides 871-851), yielding a 937 bp fragment. The PCR 

25 extension temperature was increased to 62°C for amplifying ALV(A) env. 
Diagnostic primers used to detect ALV(B) env (Bora et al., 1 986) were 5 '- 
GACCGACCCAGGGAACAATC-3 ' (SEQ ED NO:26; nucleotides 713-732) 
and 5-ATGAGGAAAATTGCGGGTGG-3 ' (SEQ ID NO:27; nucleotides 1141- 
1 122), yielding a 429 bp fragment. Diagnostic primers used to detect stva (Bates 

30 et al., 1993; Connolly et al., 1994) were 5 '-GGAATGTGACTGGTAATGGA-3 ' 
(SEQ ID NO:28; nucleotides 56-75) and 5'-GCCTTAGTGATGGTGATGGT-3' 
(SEQ ID NO:29; nucleotides 369-350), yielding a 3 1 4 bp fragment. Diagnostic 
primers used to detect stva-mlgG were 5 '-CCATCCGTCTTCATCTTCCCT-3 ' 
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(SEQ ID NO:30; nucleotides 974-994) and 5 '- 

TGGTGCGGTGTCCTTGTAGTT-3 ' (SEQIDNO:31; nucleotides 1562-1542), 
yielding a 589 bp fragment of the mouse IgG gene (Tucker et al., 1979). The 
amplified DNA fragments were separated on 0.8% agarose gels and visualized 
5 with ethidium bromide. 
Results 

Experimental approach . The stva and stva-mlgG receptor gene fusions 
were subcloned into the CLA12NCO adaptor plasmid which contains a 
transcriptional leader sequence and has a consensus ATG start site contained in a 

10 Ncdl site. These sequences work very efficiently with the promoter/enhancer 
elements of the ALV-based retroviral vectors to express experimental genes at 
high levels (Hughes et al., 1987). The RCAS family of retroviral vectors were 
derived from the Schmidt-Ruppin A strain of Rous sarcoma virus (RSV) and 
were present in pro viral form on pBR-based plasmids (Federspiel et al., 1997). 

15 Experimental genes were inserted into the vectors in the unique Clal site (which 
replaces the src gene in RSV) and so are translated from a spliced mRNA. 
Retroviral vectors that carry and express the stva and stva-mlgG genes are shown 
schematically in Figure 1 1 . Virus propagation was initiated by transfection of 
plasmid DNA containing the retroviral vector into avian cells (Figure 12). The 

20 culture was then passaged until a maximum viral titer was achieved (6-10 cell 
passages depending on the vector (Federspiel et al., 1997). Because vectors that 
use different receptors are available, this system can be used to deliver multiple 
genes to virtually all cells in the culture (Givol et al., 1994). Cell cultures that 
express sTva or sTva-mlgG from a subgroup (B) or (C) vector were 

25 subsequently challenged with ALV(A) to quantitate the antiviral effect of the 
sTva proteins. 

Antiviral effect of sTva in vitro and in v ivo . The initial experiments 
testing the effects of soluble receptors on viral replication were done with the 
sTva protein. The stva gene was introduced into the RC ASBP vector, which 
30 produces the highest titer viral stocks and the highest level of expression of an 
experimental. To quantitate the antiviral effect of sTva on ALV(A) infection, 
CEF fully infected with the vector alone [either RCASBP(B) or RCASBP(C)], 
vectors that express the stva gene [RCASBP(B)stva or RCASBP(C)stva] or 
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uninfected CEF were challenged with RCASBP(A)AP, the subgroup (A) 
RCASBP vector containing the human placental alkaline phosphatase reporter 
gene (AP). The results of a representative assay are shown in Table 8. CEF 
cultures producing sTva, either from RCASBP(B) or RCASBP(C), were > 100- 
5 fold more resistant to infection by RCASBP(A)AP than cultures infected with 
the vector alone. CEF cultures infected by the RCASBP(B) or RCASBP(C) 
vector alone were 3-5-fold less susceptible to RCASBP(A)AP. The antiviral 
effect of sTva was specific for RCASBP(A)AP infection, since infection by 
viruses with other envelope subgroups were not inhibited (Table 8). 
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Table 8. 

Relative resistance of CEF expressing sT VA or sTVA-mlgG to ALV infection. 

Challenge Virus 



RCASBP(A)AP a RCASBP(B)AP RCASBP(C)AP 

1.5 xlO 6 2.1 xlO 5 8.4 xlO 4 

4.3xl0 5 (4) b ND C 
2.9xl0 3 (517) ND 

6.0xl0 5 (3) 8.3xl0 4 (2.5) 

4.0 xlO 3 (375) 1.2xl0 5 (1.8) 



2.0 x 10 4 (4.2) 

2.1 x 10 4 (4.0) 
ND 
ND 
ND 



Uninfected CEF 
RCASBP(B) 
RCASBP(B)stva 
RCASBP(C) 
RCASBP(C)stva 

RCASBP(C)stva-mIgG 1.5 x 1 0 3 (1 000) 8.0 x 1 0 4 (2.6) 

a AP-human placental alkaline phosphatase reporter gene. 

b The resistance of experimental and control CEF to ALV infection relative to 

uninfected CEF is given in parentheses. 
°ND-not done 

The CEF cultures infected with RCASBP(B) and RCASBP(B)stva were 
used to inoculate unincubated line 0 eggs to produce chicks viremic with 
RCASBP(B) or RCASBP(B)stva. Viremic chicks produced in this manner are 
tolerant to most ALV antigens since the early embryo was infected. The chicks 
were challenged with 10 5 infectious units of RAV-1 , an aggressive ALV(A) 
strain, to quantitate the antiviral effect of sTva. Blood samples were collected 
from representative birds of each group at 2 weeks post-challenge, and from all 
birds 9 weeks post-challenge. The sera were assayed for ALV(A) and ALV(B) 
by the in vitro ALV Assay. The results of the challenges are summarized in 
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Table 9. Ninety-six percent of the birds infects with the RCASBP(B) vector 
alone and then challenged with RAV-1 produced ALV(A) at both experimental 
time points as expected. However, 95% of the birds infected with 
RCASBP(B)stva did not produce detectable levels of ALV(A). These results 
5 demonstrate that sTva has a strong antiviral effect on ALV(A) infection both in 
vitro and in vivo. These results also demonstrate the utility of using vectors with 
different subgroups in vivo since experimental birds could be infected with both 
the RC ASBP(B) vector and RAV- 1 . However, the level of sTva expression 
could not be quantitated since neither the hemagglutinin nor the histidine epitope 
10 tags included on the sTva protein allowed efficient immunoprecipitation of the 
protein. 

Table 9. Chickens expressing sTva are r esistant to ALV(A) infection. 

Virus Subgroup Detected 







2 Weeks 3 






9 Weeks 




A&B 


B 


A 


A&B 


B 


A 


Uninfected 


0/10 


0/10 


0/10 


0/9 


0/9 


0/9 


RCASBP(B) 


9/9 


9/9 


0/9 


6/6 


6/6 


0/6 


RCASBP(B)+RAV-1 


10/10 


10/10 


9/10 


15/15 


15/15 


15/15 


RCASBP(B)stva 


10/10 


10/10 


1/10 


11/12 


11/12 


0/12 


RCASBP(B)stva+RAV-l 


10/10 


10/10 


0/10 


20/20 


20/20 


1/20 



a All of the birds in each group were not necessarily assayed at both time points. 



Antiviral effect of sTva-mTgG in vitrn Although the tagged version of 
25 sTva could not be immunoprecipitated efficiently, an sTva immunoadhesin 

sTva-mlgG can be immunoprecipitated and quantitated. sTva-mlgG consists of 
the 83-amino acid Tva extracellular domain fused to the constant region of the 
mouse IgG heavy chain. The stva-mlgG gene was introduced into the 
RCASBP(C) vector. To quantitate the antiviral effect of sTva-mlgG compared 
30 to sTva, CEF cultures infected with RCASBP(C)stva-mIgG, RCASBP(C)stva, 
or RCASBP(C) were challenged with either RCASBP(A)AP or RCASBP(B)AP. 
CEF expressing sTva-mlgG were about 300-fold more resistant to 
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RCASBP(A)AP infection compared to cells infected with the vector alone, and 
2- to 3-fold more resistant than cells expressing sTva (Table 8). The antiviral 
effect was specific for ALV(A) since no significant change in susceptibility was 
observed when the cultures were challenged with RCASBP(B)AP. 
5 ALV replication in a permanent, non-transformed cell line derived from 

line 0 CEF called DF-1 has been described (Himly et al., 1998; Schaefer-Klein et 
al., 1998). ALV and ALV-based retroviral vectors replicate and express inserted 
genes in DF-1 cells at levels similar to CEF, and DF-1 can be used to generate 
clonal cell lines. The antiviral effect of sTva-mlgG produced in DF-1 cultures 

1 0 infected with RC ASBP(C)stva-mIgG (Table 1 0) was similar to that seen in CEF 
cultures (Table 8). The sTva-mlgG protein was immunoprecipitated from cell 
culture supernatants with anti-mouse IgG antibody conjugated to agarose beads 
and analyzed by Western transfer of SDS-PAGE gels (Figure 13). The 
immunoprecipitated sTva-mlgG protein migrates as a broad band (50-60 kDa) 

15 due to post-translational modification and as a minor about 38 kDa band. The 
about 38 kDa band is probably a degradation product of sTva-mlgG since both 
bands appear after immunoprecipitation with an ALV(A) surface glycoprotein 
immunoadhesin, and the amount of the about 38 kDa band increases after 
repeated freeze-thaw cycles of the viral supernatants. Stable clonal DF-1 cell 

20 lines were generated that express different levels of sTva-mlgG under the control 
of the TFANEO expression vector. These cell lines do not produce infectious 
ALV and are resistant to RCASBP(A)AP infection at levels similar to cultures 
expressing sTva-mlgG from the retroviral vectors. Therefore, chronic ALV 
infection does not make a major contribution to the antiviral effect obtained. 

25 Relationship between sTva-mlgG expression level and the antiviral 

effect. The stva-mlgG gene was subcloned into the RCAS(C) and RCOSBP(C) 
retroviral vectors. Previously, it has been reported that the RCAS vector 
replicates to a 5-15-fold lower titer (depending on envelope subgroup and 
inserted gene) compared to RCASBP and produces protein at an equivalently 

30 reduced level (Federspiel et al., 1 994). The RCOSBP vector, which lacks a 

strong transcription enhancer in the LTR, replicates to about 100-fold lower titer 
compared to RCASBP and produces lower levels of protein. DF-1 cultures 
infected with RCASBP(C)stva-mIgG 5 RCAS(C)stva-mIgG, or RCOSBP(C)stva- 
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mlgG were challenged with RCSABP(A)AP to determine the antiviral effect of 
different levels of sTva-mlgG on ALV(A) infection. The results of a 
representative assay are shown in Table 10. The sTva-mlgG produced by these 
DF-1 cultures was detected by immunoprecipitation of sTva-mlgG followed by 
5 the analysis of the proteins by Western transfer (Figure 13). As expected, 
cultures infected with RCASBP produced the highest level of sTva-mlgG and 
the greatest antiviral effect (about 200-fold). Cultures infected with RCAS 
produced slightly lower levels of sTva-mlgG protein and a lower antiviral effect 
(about 100-fold). Finally, cultures infected with RCOSBP produced the lowest 
1 0 level of sTva-mlgG protein and a modest antiviral effect (about 1 5-fold). 

Table 10. 

Relative resistance of DF-1 cells expressing sTva-mlgG to ALV(A) infection. 



RCASBP(A)AP Resistance 3 

Uninfected DF-1 3.3 x 10 6 

15 RCASBP(C) 1.3 xlO 6 3 

RCASBP(C)stva-mIgG 5.3 x 10 3 622 

RCAS(C) 6.4 x 10 5 5 

RCAS(C)stva-mIgG 5.7 x 10 3 5 79 

RCOSBP(C) 9.0 x 10 s 4 

20 RCOSBP(C)stva-mIgG 5.2 x 10 4 63 



a The resistance of the cells to ALV(A) infection was determined by dividing the 
titer obtained on the control uninfected DF-1 cells by the titer obtained for each 
experimental group. 

25 The antiviral effect of sTva and sTva-mlgG on ALV(A) infection may 

represent the minimum antiviral effect attainable in vitro as measured by the 
direct ALV AP challenge assay. The assays were done on subconfluent cell 
cultures (30%) where the levels of the soluble receptor protein had not 
accumulated to the levels expressed by a confluent culture. To determine the 

30 antiviral effect of higher levels of sTva-mlgG, RCASBP(A)AP was pretreated 
with supernatants collected from confluent DF-1 cultures infected with 
RCASBP(B), RCASBP(B)stva-mIgG, RCOSBP(B), or RCOSBP(B)stva-mIgG, 
and then assayed as before. Preabsorption of RCASBP(A)AP with high levels of 
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sTva-mlgG significantly increased the antiviral effect compared to a direct 
assay: RCASBP(B)stva-mIgG pretreatment increased the antiviral effect of the 
direct assay about 500-fold; and RCOSBP(B)stva-mIgG pretreatment increased 
the direct antiviral effect about 60-fold. 
5 Delivery and expression of sTva and sTva-mTgG in vivn . To characterize 

the efficiency of RCASBP delivery and expression of the sTva proteins in 
chickens, unincubated line 0 eggs were injected with CEF producing the 
RCASBP(B) or RCASBP(C) vectors alone, the vectors with the stva gene, or the 
vectors with the stva-mlgG gene. Viremic chicks were identified on the day of 

1 0 hatch by an ELIS A assay for ALV capsid protein. The sTva-mlgG protein was 
immunoprecipitated from serum samples of both RCASBP(B)stva-mIgG and 
RCASBP(C)stva-mIgG infected birds and visualized by Western analysis 
(Figure 14). The stva, stva-mlgG, and RCASBP(B) env RNA expression levels 
in liver, heart, spleen, bursa, thymus, kidney, and muscle tissues of infected birds 

1 5 were analyzed by RNase protection assay. An RNase protection analysis of a 
representative bird infected with RCASBP(B)stva and a representative bird 
infected with RCASBP(B)stva-mIgG are shown in Figure 15. Relatively high 
levels of the stva or stva-mlgG and ALV(B) env RNAs were detected in all 
tissues assayed, indicating that the inserted genes were delivered and expressed 

20 efficiently by the RCASBP(B) vector. 
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Table 11. 

Chickens expressing either sTva or sTva-mlgG are resistant to ALV(A) infection 
but not ALV(C) infection. 

Virus Subgroup Detected 2 



5 B A C_ 

RCASBP(B)+RAV-1 4/4 4/4 

RCASBP(B)stva+RAV-l 5/5 0/5 

RCASBP(B)stva-mIgG+RAV-l 9/9 0/9 

10 RCASBP(B)+RAV-49 4/4 3/4 

RCASBP(B)stva+RAV-49 4/4 4/4 

RCASBP(B)stva-mIgG+RAV-49 7/8 6/8 

a Assays were done 4 weeks after challenge. 



15 Antiviral effect of sTva-mTgG in vivn . Chicks infected with the 

RC ASBP(B) vector alone, RCASBP(B)stva, or RCASBP(B)stva-mIgG were 
split into two groups and challenged with 10 5 infectious units of either RAV-1 
(subgroup A) or RAV-49 (subgroup C). Blood was collected from each bird 
four weeks after challenge, and the serum was assayed for ALV(A), ALV(B) and 

20 ALV(C) by the in vitro ALV Assay (Table 1 1). As expected, ALV(B) was 
detected in virtually all of the birds since the RCASBP(B) vector was used for 
gene delivery. ALV(A) was not detected in the serum of RAV-1 challenged 
birds containing the stva or the stva-mlgG genes. However, ALV(A) was 
detected in the serum of the birds infected with the RCASBP(B) vector alone 

25 and challenged with RAV- 1 . In contrast, the birds of all three experimental 

groups were equally susceptible to RAV-49 challenge as shown by the presence 
of ALV(C) in the majority of the birds. Since 19% of the birds challenged with 
RAV-49 did not produce detectable levels of ALV(C), the titer of the RAV-49 
stock may have been lower than expected. The antiviral effect of sTva and sTva- 

30 mlgG was specific for ALV(A), consistent with the proposed mechanism of 
antiviral action, receptor interference. 

• Representative birds from each RAV-1 challenged experimental group 
were analyzed for the presence of ALV(A) and ALV(B) env, stva and stva-mlgG 
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sequences in RNA and DNA isolated from a variety of tissue samples of each 
bird. A low level of RAV-1 infection and replication in a subset of tissues may 
go undetected by the in vitro ALV assay due to virus inactivation by the sTva or 
sTva-mlgG proteins in the serum. Antisense riboprobes and primer sets were 
5 developed to specifically detect each target sequence by RNase protection assay 
and PCR. RNA and DNA were isolated from liver, heart, spleen, bursa, thymus, 
kidney, and muscle tissue of each bird and analyzed by RNase protection assay 
and PCR assay. A representative RNase protection assay of RNA of one tissue 
(bursa) from a bird of each experimental group, and an uninfected control bird, is 

1 0 shown in Figure 16. A representative PCR analysis of DNA isolated form 

tissues of a RAV-1 challenged bird from each experimental group is shown in 
Figure 17. RAV-1 RNA and DNA were only detected in tissues of birds 
infected with the RCASBP(B) vector challenged with RAV-1 . Therefore, the 
expression of sTva and sTva-mlgG significantly reduces, if not eliminates, 

1 5 infection by the ALV(A) strain RAV- 1 in chickens. 
Discussion 

Cells expressing the sTva proteins showed significant resistance to 
ALV(A) infection, presumably due to the secreted receptor proteins binding the 
glycoproteins of the invading virion, blocking the interactions of the virus and 

20 the membrane bound Tva, a form of receptor interference. Tva has been 

hypothesized to be necessary and sufficient to mediate ALV(A) entry (Balliet et 
al., 1998; Bates et al., 1993). Several possible mechanisms could account for the 
sTva inhibition of ALV(A) entry sTva binding of an ALV(A) surface 
glycoprotein may lead to an irreversible conformational change in SU and TM. 

25 Several studies have shown that sTva binding to purified ALV(A) envelope 
glycoproteins induces a temperature-dependent conformational change in the 
glycoproteins, and appears to convert the envelope glycoproteins to a membrane- 
binding state (Balliet et al., 1999; Damico et al., 1999; Gilbert et al., 1995; 
Hernandez et al, 1994). Binding of sTva or sTva-mlgG to the envelope 

30 glycoproteins on the surface of the virus induces a conformational change in 

both SU and TM similar to the events leading to fusion of the viral and host cell 
membranes, and converts SU and TM into a form that is unable to bind Tva on 
the surface of the cell. A conformational change may also lead to the loss of 
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some of the SU subunits (Orloff et al., 1993). Finally, sTva may inhibit ALV(A) 
entry by simply binding to SU and physically blocking the access of membrane 
bound Tva to the virion. By whatever mechanism(s), the sTva proteins block the 
entry of ALV(A) into cultured cells and cells and tissues of chickens. 
5 The replication-competent ALV-based retroviral vector experimental 

system enabled the efficient delivery and expression of the stva and stva-mlgG 
genes both in cultured cells and in virtually all the cells and tissues of the 
chicken. RCASBP(A) and (RCASBP(B), as well as other combinations of ALV 
retroviral vectors [ALV(B) followed by ALV(A); ALV(C) followed by 

10 AVL(A)], can be used in CEF and DF-1 cells in vitro and in vivo. As reported 
previously, the replication of some RCASBP(B) viruses in CEF and DF-1 cells, 
and RCASBP(C) viruses on DF-1 cells, were somewhat cytopathic (Himly et al., 
1 998 ; Schaefer-Klein et al., 1 998). The cytopathic effect manifests itself as a 
pause in growth rate (2-6 days), after which the cells recover, divide at a normal 

1 5 rate, and express the viral and experimental proteins. It appears that only the 
cells that produce high levels of the RC ASBP(B) or RC ASBP(C) envelope 
glycoproteins show the cytopathic effects. The replication of subgroup (B) 
and(C) RCAS and RCOSBP viruses, which replicate to lower titers compared to 
RCASBP, do not cause detectable cytopathic effects. Chronic infection of CEF 

20 and DF-1 cells with an ALV vector results in a low level of resistance to 

infection by other ALV env subgroup vectors (2-5-fold) compared to uninfected 
cells. This may indicate that while the ALV glycoproteins specifically and 
efficiently interact with the appropriate receptor resulting in receptor 
interference, the high level expression of one type of envelope glycoprotein on 

25 the cell surface may interfere either directly or indirectly with the ability of other 
ALVs to interact with their host receptors. 

Both the RCASBP(B) and RCASBP(C) retroviral vectors were efficient 
in generating viremic chicks without detectable pathologic effects in short term 
infections, and the infected chicks expressed relatively high levels of sTva-mlgG 

30 protein in their serum. Chicks infected with RCASBP(B) were also efficiently 
infected with ALV(A). The RCASBP(B) vector efficiently delivered and 
expressed the stv-a and stva-mlgG genes in all tissues tested, and resulted in a 
significant antiviral effect on ALV(A) infection and replication. By delivering 
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the stva genes in the early embryo, the immune system of the chicken can be 
evaded. The birds are tolerized to the sTva and sTva-mlgG proteins, and to most 
of the ALV antigens since the viral vector used to deliver stva and stva-mlgG 
and the challenge viruses are virtually identical except for small regions of SU. 
The expression of the sTva and sTva-mlgG proteins in vivo allowed the 
examination of the effects of the viral glycoprotein-soluble receptor interactions 
in a wide variety of cells. One RAV-1 challenged RCASBP(B)stva infected bird 
did contain infectious ALV(A) in its serum. Unfortunately the bird died of non- 
viral causes before tissues could be obtained. 

CD4, an important cell-surface protein of the T-lymphocytes, is the 
primary receptor for HIV-1 . Several groups developed and expressed soluble 
forms of CD4 (sCD4) and demonstrated that recombinant sCD4 proteins could 
bind specifically to HIV-1 envelope glycoproteins and inhibit HIV-1 infection in 
vitro (Daar et al., 1990; Harbison et al., 1990; Klasse et al., 1993; Orloff et al., 
1993; Schacker et al., 1995; Weiss, 1992). For injection of a recombinant 
antiviral protein to be effective against cell to cell transmission of the virus, it 
may be necessary to use a gene therapy approach in which target cells actively 
express the soluble receptor. The gene therapy approach has been tested for 
HTV-1: a sCD4 gene construct was expressed by a murine leukemia virus-based 
retroviral vector in human T-cell lines and in primary peripheral blood 
lymphocytes (Morgan et al., 1994). In cell culture populations engineered to 
express sCD4 (30-50% of the cells contained the sCD4 gene) HIV-1 replication 
was inhibited 50-70% indicating that a sCD4 antiviral approach against HIV-1 
might be more effective. Since the initial sCD4 studies were published, the 
chemokine receptors have been identified as co-receptors necessary for efficient 
HIV-1 entry into cells (Hunter, 1997). Since both CD4 and a chemokine 
receptor are required for efficient HIV-1 entry into cells, sCD4 alone may not be 
an effective inhibitor of HIV-1 entry. 

The results clearly indicate that a soluble receptor interference antiviral 
strategy can effectively block the replication of at least some retroviruses, and 
that this approach may be applicable to other virus groups that require specific 
viral glycoprotein-host receptor interactions for entry into the cell. The 
application of this strategy to protect animals against specific viral diseases is 
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relatively straightforward since transgenic technology can be used to introduce 
genes into animals and the transgenes will produce the desired protein without 
provoking an immune response. 



5 Example 6 

Selection of Subgroup A Avian Leukosis Virus Mutants Resistant tn the 
Receptor 

Interference Imposed bv Soluble TV A and SUA 
Genes encoding soluble forms of the subgroup A avian leukosis virus 
1 0 (ALV) receptor Tva (sTva) and soluble envelope surface glycoprotein (SUA), 
delivered by ALV-based retroviral vectors to cells, significantly inhibit ALV(A) 
infection of those cells. The antiviral effects of sTva and SUA are consistent 
with a receptor interference (RI) mechanism; the antiviral effect is specific for 
ALV(A) since the susceptibility to infection by a neutral subgroup remains 

1 5 unchanged. A virus-free stable cell line was developed which expressed either 
sTva or SUA and so was significantly resistant to ALV(A) infection, 50-350-fold 
and 1,000 to 200,000-fold, respectively. Since the SU region of Env determines 
receptor usage, mutations capable of overcoming the RI may occur in the SU 
region of the env gene of ALV(A) and would affect interactions between Tva 

20 and Env(A). 

ALV(A) was passaged on the sTva and SUA expressing cell lines. 
Variant viruses capable of more rapid growth on the sTva cell lines were 
identified at passage 7 and on the SUA cell lines at passage 9 post-infection. 
The SU region of the env gene was PCR amplified from these cells, cloned and 

25 analyzed by sequencing. Selection on sTva expressing cells produced mutant 
viruses which were identical in sequence to ALV(A) except that 50% of the 
clones screened had an amino acid change at codon 142, while the other 50% 
had an amino acid change at codon 149 of env. All mutants selected on SUA 
expressing cell lines contained a 6 amino acid deletion at codons 155-160 within 

30 env. To determine if these mutations were sufficient to confer enhanced growth 
on the resistant cell lines, the SU region of env containing the mutation, from 
Kpn I to Sal I, was introduced into a wild-type ALV(A) molecular clone. 
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Transfection of these mutants showed an enhanced rate of growth as compared 
to wild-type. 
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A method to inhibit or prevent infectious agent transmission in a 
mammalian transplant recipient, comprising: 

a) introducing to donor swine cells a recombinant DNA comprising 
a promoter operably linked to a DNA segment encoding a protein 
comprising at least a portion of a polypeptide of the infectious 
agent that is present in the extracellular form of the agent so as to 
yield transformed swine cells; and 

b) introducing the transformed swine cells to the recipient. 

A method to inhibit or prevent infectious agent transmission in a 
mammalian transplant recipient, comprising: 

a) introducing to donor human blood cells a recombinant DNA 
comprising a promoter operably linked to a DNA segment 
encoding a protein comprising at least a portion of a polypeptide 
of the infectious agent that is present in the extracellular form of 
the agent so as to yield transformed human blood cells; and 

b) introducing the transformed human blood cells to the recipient. 

A method to inhibit or prevent infectious agent transmission to a 
mammalian transplant recipient, comprising: 

a) introducing to a donor organ a recombinant DNA comprising a 
promoter operably linked to a DNA segment encoding a protein 
comprising at least a portion of a polypeptide of the infectious 
agent that is present in the extracellular form of the agent so as to 
yield a transformed organ; and 

b) introducing the transformed organ to the recipient. 

The method of claim 1, 2 or 3 wherein the DNA segment encodes a 
fusion protein comprising at least a portion of a polypeptide of the 
infectious agent that is present in the extracellular form of the agent and 
a degradative enzyme. 
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5. The method of claim 4 wherein the degradative enzyme is a nuclease or 
protease. 

6. The method of claim 1, 2 or 3 wherein the infectious agent is a virus. 

5 

7. The method of claim 6 wherein the polypeptide of the infectious agent is 
a viral capsid protein, viral glycoprotein or an accessory protein. 

8. The method of claim 6 wherein the virus is a lenti virus, retrovirus, 
1 0 hepatitis virus or a herpesvirus. 

9. The method of claim 1 wherein the donor cells are embryonic stem cells, 
blood cells, neuronal cells, liver cells, pancreatic cells, kidney cells or 
islet cells. 

15 

10. The method of claim 3 wherein the organ is a heart, liver or kidney. 

1 1 . The method of claim 3 wherein the organ is a human or pig organ. 

20 12. The method of claim 4 wherein the DNA segment encodes a fusion 
protein encoding a polypeptide of a pig endogenous retrovirus. 

13. The method of claim 5 wherein the enzyme is barnase, staphylococcal 
nuclease, RNase HI, RNase Tl, retroviral protease, RNase III, RNaseL, 

25 or a ribozyme. 

14. The method of claim 7 wherein the polypeptide of the infectious agent is 
Vpr, Vpx, ViforNef. 

30 15. An isolated and purified nucleic acid molecule comprising a nucleic acid 
segment which comprises at least a portion of a pig endogenous 
retrovirus, wherein the nucleic acid segment hybridizes under hybridizing 
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conditions to SEQ ID NO: 18, SEQ ID NO: 19, SEQ ID NO:20, SEQ ID 
NO:21, SEQ ID NO:22, SEQ ID NO:23, or SEQ ID NO:32. 



16. An isolated and purified polypeptide encoded by a nucleic acid molecule 
comprising a nucleic acid segment comprising SEQ ID NO: 18, SEQ ID 
NO: 19, SEQ ID NO:20, SEQ ID NO:21, SEQ ID NO:22, SEQ ID 
NO:23, or SEQ ID NO:32. 

17. A method to detect human tropic pig endogenous retroviruses, 
comprising: 

a) contacting a mammalian sample suspected of being infected with 
a pig endogenous retrovirus with a probe comprising at least a 
portion of SEQ ID NO:18, SEQ ID NO:19, SEQ ID NO:20, SEQ 
ID NO:21, SEQ ID NO:22, SEQ ID NO:23, or SEQ ID NO:32 so 
as to form complexes; and 

b) detecting or determining the presence of the complexes. 

18. A method of using an isolated and purified nucleic acid molecule 
comprising the genome of a pig endogenous retrovirus comprising: 
introducing to a host cell a recombinant DNA molecule comprising a 
promoter operably linked to a DNA segment comprising SEQ ID NO: 1 8, 
SEQ ID NO: 19, SEQ ID NO:20, SEQ ID NO:21, SEQ ID NO:22, SEQ 
ID NO:23, or SEQ ID NO:32 so as to yield a transformed host cell, and 
identifying the transformed host cell. 

1 9. The method of claim 1 , 2, 3 or 1 8 wherein the recombinant DNA 
molecule further comprises transcriptional termination sequences 3' to 
the DNA segment. 

20. A host cell, the genome of which is augmented with a recombinant DNA 
molecule comprising a promoter operably linked to a DNA segment 
encoding a fusion protein comprising at least a portion of a polypeptide 
of a pig endogenous retrovirus and a degradative enzyme. 
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21 . A fusion protein, comprising: a capsid or envelope protein of a porcine 
endogenous virus and a degradative enzyme. 

22. The fusion protein of claim 21 wherein the enzyme is a nuclease. 

5 

23 . The fusion protein of claim 21 wherein the enzyme is a protease. 

24. The fusion protein of claim 21 wherein the enzyme is a lipase. 

10 25. The fusion protein of claim 21 wherein the activity of said enzyme is 
calcium-dependent. 

26. The fusion protein of claim 25 wherein the enzyme is staphylococcal 
nuclease. 

15 

27. An isolated and purified DNA molecule encoding the fusion protein of 
claim 21. 

28. A recombinant virus comprising a nucleic acid molecule encoding the 
20 fusion protein of claim 2 1 . 

29. An antibody that specifically binds pig endogenous retrovirus. 

30. The antibody of claim 29 which binds a viral capsid protein. 

25 

3 1 . The antibody of claim 29 which binds the viral envelope glycoprotein. 

32. The method of claim 8 wherein the virus is Epstein Barr virus. 

30 33. The method of claim 8 wherein the virus is cytomegalovirus. 

34. The method of claim 8 wherein the virus is human immunodeficiency 
virus. 
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The method of claim 1, 2, 3 or 18 wherein the recombinant DNA is 
introduced to the recipient by infection with a recombinant virus. 



36. A method to inhibit or prevent infectious agent transmission in a 
mammalian transplant recipient, comprising: 

a) introducing to donor mammalian cells a recombinant DNA 
comprising a promoter operably linked to a DNA segment 
encoding a protein comprising at least a portion of a polypeptide 
of the infectious agent that is present in the extracellular form of 
the agent so as to yield transformed mammalian cells; and 

b) introducing the transformed mammalian cells to the recipient. 

37. A method to inhibit or prevent infectious agent transmission in a 
mammalian transplant recipient, comprising: 

a) introducing to donor human cells a recombinant DNA encoding a 
protein comprising at least a portion of a polypeptide of the 
infectious agent that is present in the extracellular form of the 
agent so as to yield transformed human cells; and 

b) introducing the transformed human cells to the recipient. 

38. The method of claim 36 or 37 wherein the infectious agent is a virus. 

39. The method of claim 38 wherein the polypeptide of the infectious agent 
is a viral capsid protein, viral glycoprotein or an accessory protein. 
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ATGCATCCCACGTTAAGCCGGCGCCACCTCCCGATTCGGGGTGOAAAGCCGAAAAGACTGAAAATCCCCTTAAGCTTCGC 

CTCCATCGCGTGGTTCCTTACTCTGTCAATAACTCCTCAAGTTAATGGTAAACGCCTTGTGGACAGCCCGAACTCCCATA 

AACCCTTATCTCTCACCTGGTTACTTACTGACTCCGGTACAGGTATTAATATTAACAGCACTCAAGGGGAGGCTCCCTTG 

GGGACCTGGTGGCCTGAATTATATGTCTGCCTTCGATCAGTAATCCCTGGTCTCAATGACCAGGCCACACCCCCCGATGT 

ACTCCGTGCTTACGGGTTTTACGTTTGCCCAGGGCCCCCAAATAATGAAGAATATTGTGGAAATCCTCAGGATTTCTTTT 

GCAAGCAATGGAGCTGCGTAACTTCrAATGATGGGAATTGGAAATGGCCAGTCTCTCAGCAAGACAGAGTAAGTTACTCT 

TTTGTTAACAATCCTACCAGTTATAATCAATTTAATTATGGCCATGGGAGATGGAAAGATTGGCAACAGCGGGTACAAAA 

AGATGTACGAAATAAGCAAATAAGCTGTCATTCGTTAGACCTAGATTACrrAAAAATAAGTTTCACTGAAAAAGGAAAAC 

AAGAAAATATTCAAAAGTGGGTAAATGGTATGTCTTGGGGAATAGTGTACTATAGAGGCTCTGGGAGAAAGAAAGGATCT 

GTrCTGACTATTCGCCTCAGAATAGAAACTCAGATGGAACCTCCGGTTGCTATAGGACCAAATAAGGGTTTGGCCGAACA 

AGGACCTCCAATCCAAGAACAGAGGCCATCTCCTAACCCCTCTGATTACAATACAACCTCTGGATCAGTCCCCACTGAGC 

CTAACATCACTATTAAAACAGGGGCGAAACI 1 IV 1AACCTCATCCAGGGAGCTTTTCAAGCTCTTAACTCCACGACTCCA 

GAGGCTACCTC 1 1 U rt G TTGGCTTTGCTTAGCTTCGGGCCCACCTTACTATGAGGGAATGGCTAGAGGAGGGAAATTCAA 

TGTGACAAAGGAACATAGAGACCAATGTACATGGGGATCCCAAAATAAGCTTACCCTTACTGAGGTTTCTGGAAAAGGCA 

CCTGCATAGGGATGGTTCCCCCATCCCACCAACACCTTTGTAACG\CACTGAAGCCTTTAATCGAACCTCTGAGAGTCAG 

TATCTGGTACCTGGTTATGACAGGTGGTGGGCATGTAATACTGGATTAACCCCTTGTGTTTCCACCTTGGTTTTCAACCA 

AACTAAAGACTrTTGCGTrATGGTCCAAATTGTCCCCCGGGTGTACTACTATCCCGAAAAAGCAGTCCTTGATGAATATG 

ACTATAGATATAATCGGCCAAAAAGAGAGCCCATATCCCTGACACTAGCTGTAATGCrCGGATTGGGAGTGGCTGCAGGC 

GTGGGAACAGGAACGGCTGCCCTAATCACAGGACCGCAACAGCTGGAGAAAGGACTTAGTAACCTACATCGAATTGTAAC 

GGAAAATCTCCAAGCCCTAGAAAAATCTGTCAGTAACCTGGAGGAATCCCTAACCTCCTTATCTGAAGTGGTTCTACAGA 

ACAGAAGGGGGTTAGATCTGTTATTTCTAAAAGAAGGAGGATTATGTGTAGCCTTAAAGGAGGAATGCTG 'I'1'1 '1 1 ATGTG 

GATCATrCAGGGGCCATCAGAGACTCCATGAACAAGCTTAGAGAAAGGTTGGAGAAGCGTCGAAGGGAAAAGGAAACTAC 

TCAAGGGTGGTTTGAGGGATGGTTCAACAGGTCTCCTTGGTTGGCTACCCTACTTTCTGCTrTAACAGGACCCTTAATAG 

TCCTCCTCCTGTTACTCACAGTTGGGCCATGTATTATTAACAAGTTAATTGCCTTCATTAGAGAACGAATAAGTGCAGTC 

CAGATCATGGTACTTAGACAACAGTACCAAAGCCCGTCTAGCAGAGAAGCTGGCCGCTAG 

LamAl 

TACTTCTTGGGGAAGACCCTGGGCTGCTAACTGGGTCTTGGCTGGTCCTAGTGAAAGGATGAAAATGCAACCTGACTCTC 

CCAGAACCCAGGAAGTTAATAAGAAGCTCTAAATAATGAAAGGATGAAAATGCAACCTGACTCTCCCAGAACCCAGGAAG 

TTAATAAGAAGCTCTAAATGCCCTCGAATTCCAGACCCTGTTCCCTATAGGTAAAAGATCATACnTTTrGCTGTrrTAGG 

GCTTGCTrTCTGCTCTGTACAAAACTTTGTGGAAGGGGAAAAACAGGCCCCTGAGTATGTGCCTCTATGCTTGAAACTTC 

TTGAAACTGCTCCTAACTGCTTGTTTGGCTrCTGTAAACCTGCTTGCATAAGATAAAAAGAGGAGAAGTCAATTGCCTAA 

CGGACCCCAGTAAGATCGGGTGTACCACAAAATGTTGAAACACATATCTTGGTGACAACATGTCTCCCCCACCCCGAAAC 

ATGCGCAA ATGTG TAACTCTAAAACAATTTAAATTAATTGGTCCACGAAGCGCGGGCTCn'CGAAGTTTTAAATTGACTGG 

TTTGTGATA 1 i 1 IGAAATGATTGGTTTGTAAAGCGCGGGCTTTGTTGTGAACCCCATAAAAGCTGTCCCGACTCCACACT 

CGGGGCCGCAGTCCTCTACCCCTGCGTGGTGTACGACTGTGGGCCCCAGCGCGCTTGGAATAAAAATCCTCTTGCTGTTT 

GCATCAAGACCGCTTCTCGTGAGTGATTAAGGGGAGTCGCCTTTTCCGAGCCTGGAGGTTCTTTTTGCTAGTCTTACATT 

TGGGGGCTCGTCCGGGATCrGTCGCGGCCACCCCTAACACCCGAGAACCGACTrGGAGGTAAAAAGGATCCT Clll - riA A 

CGTGTATGCATGTACCGGCCGGCGTCTCTGTTCTGAGTGTCTGTTTTCAGTGGTGCGCGCTTTCGGTTTGCAGCTGTCCT 

CTCAGACCGTAAGGACTGGGGGACTGTGATCAGCAGACGTGCTAGGAGGATCACAGGCTGCCACCCTGGGGGACGCCCXrG 

GGAGGTGGGGAGAGCCAGGGACGCCTGGTGGTCTCCTTCTGTCGGTCAGAGGACCGAGTTCTGTTGTTGAAGCGAAAGCT 

TCCCCCTCCGCGGCCGTCCGACTCTTTTGCCTGCTTGTGGAAGACGCGGACGGGTCGCGTGTGTCTGGATCTGTTGGTTT 

CTC 1 1 1 ' I GTGTGTCTTTGTCTTGTGCGTCCTTGTCTACAGTTTTAATATGGGACAGACCK3TG ACG ACCCCTCTTAGTTTG 

ACTCTCGACCATTGGACTGAAGTTAAATCCAGGGCTCATAATTTGTCAGTTCAGGTTAAGAAGGGACCTTGGCAGACTTT 

CTGTGTCTCTGAATGGCCGACATTCGATGTTGGATGGCCATCAGAGGGGACCTTTAATTCTGAGATTATCCTGGCTGTTA 

AAGCAATTATTTrrCAGACTGGACCCGGCTCTCATCCCAATCAGGAGCCCTATATCCTTACGTGGCAAGATTTGGCAGAG 

GATCCTCCGCCATGGGTTAAACCTTGGCTGAATAAGCCAAGAAAGCCAGGTCCCCGAATTCTGGCTCTTGGAGAGAAAAA 

CAAACACTCGGCTGAAAAAGTCAAGCCCTCTCCTCATATCTACCCCGAGATTGAGGAGCCGCCGGCTTGGCCGGAACCCC 

AATCTGTTCCCCCACCCCCTTATCTGGCACAGGGTGCTGCGAGGGGACCCTCTGCCCCTCCTGGAGCTCCGGCGGTGGAG 

GGACCTGCTGCAGGGACTCGGAGCCGGAGGGGCGCCACCCCGGAGCGGACAGACGAGATCGCGACATTACCGCTGCGCAC 

GTACGGCCCTCCCACACCGGGGGGCCAATTGCAGCCCCTCCAGTATTGGCCC 1 rUC rr C TGCAGATCTCTATAATTGGA 

AAACTAACCATCCCCCTTTCTCGGAGGATCCCCAACGCCTCACGGGGTTGGTGGAGTCCXnTATGTTCTCTCACCAGCCT 

ACTTGGGATGATTGTCAACAGCTGCTGCAGACACTCTTCACAACCGAGGAGCGAGAGAGAATTCTGTTAGAGGCTAGAAA 

GGGACTACAACACGGCTGAAGGTAGGGAGAGCTTGAAAATCTATCGCCAGGCTCTGGTGGCGGGTCTCCGGGGCGCCTCA 

AGACGGCCCACTAATTTGGCTAAGGTAAGAGAAGTGATGCAGGGACCGAATGAACCCCCCTCTGTTTTCCTTGAGAGGCT 

CTTGGAAGCCrrCAGGCGGTACACCCCTrTTGATCCCACCTCAGAGGCCCAAAAAGCCTCAGTGGCTTTGGCCTTTATAG 

GACAGTCAGCCTTGGATATTAGAAAGAAGCTTCAGAGACTGGAAGGGTTACAGGAGGCTGAGTTACGTGATCTAGTGAAG 

GAGGCAGAGAAAGTATATTACAAAAGGGAGACAGAAGAAGAAAGGGAACAAAGAAAAGAGAGAGAAAGAGAGGAAAGGGA 

GGAAAGACGT AATA AACGGCAAGAGAAGAATTTGACTAAGATCTTGGCTGCAGTGGTTGAAGGGAAAAGCAATACGGAAA 

GAGAGAGAGATTTTAGGAAAATTAGGTCAGGCCCTAGACAGTCAGGGAACCTGGGCAATAGGACCCCACTCGACAAGGAC 

CAATCrTQCATATTQTAAAOAAAAAGGACACTGGGCAAGGAACTGCCCCAAGAAGGGAAACAAAGGACTGAAGGTCTTAGC 

TCTGAAAGAAGATAAAGACTAGGGAAGACGGGGTTCGGACCCCCTCCCCGAGCCCAGGGTAACTITGAAGGTGGAGGGGC 

AACCAGTTGAGTTCCTGGTTGATACCGGAGCGAAACATTCAGTGCTACTACAGCCATTAGGAAAACTAAAAGATAAAAAA 
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tcctgggtgatgggtgccacaggocaacaacagtatccatggactacccgaaoaacagttgacttgggagtgggacgggt 

aacccactcgtrrctggtcatacctgagtgcccagcacccctcttaggtagagacttattgaccaagatgggagcacaaa 

tttcttttgaacaagggaaaccagaagtgtctgcaaataacaaacctatcactgtgttgaccctccaattagatgacgaa 

tatcgactatactctcccctagtaaagcctgatcaaaatatacaattctggttggaacagtttccccaagcctgggcaga 

aaccgcagggatgggtttggcaaagcaagttcccccacaagttattcaactgaaggccagtgccacaccagtgtcagtca 

gacagtaccccttgagtaaagaagctcaagaaggaattcggccgcatgtccaaagattaatccaacagggcatcctagtt 

cctgtccaatctccctggaatactcccctgctaccggttagaaagcctgggactaatgactatcgaccagtacaggactt 

gagagaggtcaataaacgggtgcaggatatacacccaacagtcccgaacccttataacctcttgtgtgctctcccacccc 

aacggagctggtatacagtattggacitaaaggatgcctrrttctc 

gccttcgaatggagagatccaggtacgggaagaaccgggcagctcacctggacccgactgccccaagggttcaagaactc 

cccgaccatctttgacgaagccctacacagagacctggccaacttcaggatccaacaccctcaggtgaccctcctccagt 

acgtggatgacctgcttctggcgggagccaccaaacaggactgcttagaaggcacgaaggcactactgctbgaattgtct 

gacctaggctacagagcctctgctaagaaggcccagatttgcaggagagaggtaacatacttggggtacagtttgcggga 

cgggcagcgatggctgacggaggcacggaagaaaactgtagtccagataccggccccaaccacagccaaacaagtgagag 

agtttttggggacagctggattttgcagactgtggatcccggggtttgcgaccttagcagccccactctacccactaacc 

aaagaaaaaggggaattctcctgggctcctgagcaccagaaggcatttgatgctatcaaaaaggccctgctgagcgcacc 

tgctctggccctccctgacgtaactaaaccctttaccctttatgtggatgagcgtaagggagtagcccggggagrntaa 

cccaaactctaggaccatggaggagacctgttgcctacctgtcaaagaagctcgatcctgtagccagtggttggcccgta 

tgcctgaaggctatcgcagctgtggccatactggtcaaggacgctgacaaattgactttgggacagaatataactgtaat 

agccccccatgcgttggagaacatcgttcggcagcccccagaccgatggatgaccaacgcccgcatgacccactatcaaa 

gcctgcttctcacagagagggtcacgttcgctccaccagccgctctcaaccctgccactcttctgcctgaagagactgat 

gaaccagtgactcatgattgccatcaactattgattgaggagactggggtccgcaaggaccttacagacataccgctgac 

tggagaagtgttaacctggttcactgacggaagcagctatgtggtggaaggtaagaggatggctggggcggcggtggtgg 

acgggacccgcacgatctgggccagcagcctgccggaaggaacttcack:acaaaaggctgagctcatggccctcacgcaa 

gcttrgcggctggccgaagggaaatccataaacatttatacagacagcaggtatgcctttgcgactgcacacgtacacgg 

ggccatctata^gcaaagggggttgcttacctcagcagggagggaaataaagaacaaagaggaaattctaagcctattag 

aagccttacattrgccaaaaaggctagctattatacactgtcctgxjacatcagaaagccaaagatcccatatccagag^w 

AGAACCCGGACGACAGTACACCCTAGAAGACTGGCAAGAGATAAAAAAGATAGACCAGTTCTCTGAGACTCCGGAAGGGA 

CCTGCTATACCTCAGATGGGAAGGAAATCCTGCCCCACAAAGAAGGGTTAGAATATGTCCAACAGATACATCGTCTAACC 

CACCTAGGAACTAAACACCTGCAGCAGTTGGTCAGAACATCTCCTTATCATGTTCTGAGGCTACCAGGAGTGGCTGATTC 

ggtggtcaaacactgtgtgccctgccagctggttaatgctaatccttccagaatacctccaggaaagagactaagcggaa 

gccaccca ggcgc tcactgggaagtggacttcactgaggtaaagccggctaaatacggaaacaaatatctattggttttt 

gtaga caccr rttcaggatgggtagaggcttatcctactaagaaagagacrrcaaccgtggtggctaaaaaaatactgga 

ggaaal l n rccaagatttggaatacctaaggtaatagggtcagacaatggtccagctttcgttgcccaggtaagtcagg 

gactggccaagatattggggattgattggaaactgcattgtgcatacagaccccaaagctcaggacaggtagagaggatg 

aatagaaccattaaagagacccttactaaattgaccgcggagactggcgttaatgattggatagctctcctgccctttgt 

act it i vagggtraggaacacccctggacagtttgggctgaccccctatgaattactctacgggggaccccccccattgg 

tagaaattgcttccgtacatagtgctgacgtgctgctttcccagcctttgttctctaggctcaaggcacttgagtgcgtg 

agacaacgagcgtggaggcaactccgggaggcctactcaggaggaggagacttgcagatcccacatcgtttccaagtggg 

agattcagtctacg7tagacgccaccgtgcaggaaacctcgagactcggtggaagggcccttatcacgtacttttgacca 

caccaacggctgtgaaagtcgaaggaatctccacctggatccatgcatcccacgttaagccgcx:gccacctcccgattcg 

aagttaatggtaaacck:cttgtggacagcccgaactcccataaacccttatctctcacctggttacttactgactccggt 

acaggtattaatattaacagcactcaaggggaggctcccttggggacctggtggcctgaattatatgtctgccttcgatc 

agtaatccctggtctcaatgaccaggccacaccccccg atgt actccgtgcttacgggttttacgtttgcccag^ 

caaataatgaagaatattgtggaaatcctcaggatttcttttgcaagcaatggagctgcgtaacttctaatgatgggaat 

tggaaatggccagtctctcagcaagacagagtaagttactcttttgttaacaatcctaccagttataatcaatttaatta 

tggccatgggagatggaaagattggcaacagcgggtacaaaaagatgtacgaaataagcaaataagctgtcattcgttag 

acctagattacttaaaaataagtttcactgaaaaaggaaaacaagaaaatattcaaaagtgggtaaatggtatgtcttgg 

ggaatagtgtactatggaggctctgggagaaagaaaggatctgttctgactattcgcctcagaatagaaactcagatgga 

acctccggttgctataggaccaaataagggtttggccgaacaaggacctccaatccaagaacagaggccatctcctaacc 

cctctgattacaatacaacctctggatcagtccccactgagcctaacatcactattaaaacagg 

cccaccttactatgagggaatggctagaggagggaaatfcaatgtgacaaaggaacatagagaccaatgtacatggggat 



LaraAIO 

GATCTTGGCTGCAGTGGTTGAAGGGAAAAGCAATACGGAAAGAGAGAGAGATTTTAGGAAAATTAGGTCAGGCXCT^ 

AGTCAGGGAACCTGGGCAATAGGACCCCACTCGACAAGGACCAATGTGCATATTGTAAAGAAAAAGGACACTGGGCAAGG 

AACTGCCCCAAGAAGGGAAACAAAGGACTGAAGGTCTTAGCTCTGGAAGAAGATAAAGACTAGGGAAGACGGGGTTCGGA 

CCCCCTCCCCGAGCCCAGGGTAACTrTGAAGGTGGAGGGGCAACCAGTTGAGTTCCTGGTTGATACCGGAGCGAAACArr 

CAGTGCTACTACAGCCATTAGGAAAACTAAAAGATAAAAAATCCTGGGTGATGGGTGCCACAGGGCAACAACAGTATCCA 

TGGACTACCCGAAGAACAGTTGACrTGGGAGTGGGACGGGTAACCCACTCGTTTCTGGTCATACCTGAGTGCCCAGCACC 

CCTCTTAGGTAGAGACTTATTGACCAAGATGGGAGCACAAATTTCTrTTTGAACAAGGGAAACCAGAAGTGTCTGCAAATA 

ACAAACCTATC ACTG TGTTGACCCTCCAATTAGATGACGAATATCGACTATACTCTCCCCTAGTAAAGCCTGATCAAAAT 

ATACAATTCTGGTTGGAACAGTTTCCCCAAGCC roviG^AOAAACCGCAGGGATGGGTTTGGCAAAGCAAGTTCCCCCACA 

AQTTATTt^ACTGAAOGCCAQTGCCACACCAOTGTCAGTCAGACAGTACCCCrTQAOTAAAGAAGCTCAAGAAGGAATTC 

GGCCGCATGTCCAAAGATTAATCCAACAGGGCATCCTAGTTCCTGTCCAATCTCXCTGGAATACTCCCCTGCTACCGGTT 

AGAAAGCCTGGGACTAATGACTATCGACCAGTACAGGACTTGAGAGAGGTCAATAAACGGGTGCAGGATATACACCCAAC 
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AOTCCCGAACCCTTATAACCTCTTGTGTGCTCTCCCACCCCAACGGAGCTGGTATACAGTATTCGACTTAAAGGATGCCT 

TTTTCTGCCTGAGATrACACCCCACTAGCCAACCACTTTTTGCCTTCGAATGGAGAGATCCAGGTACGGGAAGAACCGGG 

CAGCTCACCTGGACCCGACTGCCCCAAGGGTTCAAGAACTCCCCGACCATCTTTGACGAAGCCCTACACAGAGACCTGGC 

CAACTTCAGGATCCAACACCCTCAGGTGACCCTCCTCCAGTACGTGGATGACCTGCTTCTGGCGGGAGCCACCAAACAGG 

ACTGCTTAGAAGGCACGAAGGCACTACTGCTGGAATTGTCTGACCTAGGCTACAGAGCCTCTGCTAAGAAGGCCCAGATT 

TGCAGGAGAGAGGTAACATACTTGGGGTACAGTTTGCGGGACGGGCAGCGATGGCTGACGGAGGCACGGAAGAAAACTGT 

AGTCCAGATACCGGCCCCAACCACAGCCAAACAAGTGAGAGAGTTTTTGGGGACAGCTGGATTTTGCAGACTGTGGATCC 

CGGGGTTTGCGACCTTAGCAGCCCCACTCTACCCACTAACCAAAGAAAAAGGGGAATTCTCCTGGGCTCCTGAGCACCAG 

AAGGCATTTGATGCTATCAAAAAGGCCCTGCTGAGCGCACCTGCTCTGGCCCTCCCrGACGTAACTAAACCCTTTACCCT 

TTATOTGGATGAGCGTAAGGGAGTAGCCCGGGGAGTTTTAACCCAAACTCTAGGACCATGGAGGAGACCTGTTGCCTACC 

TGTCAAAGAAGCTCGATCCTGTAGCCAGTGGTTGGCCCGTATGCCTGAAGGCTATCGCAGCTGTGGCCATACTGGTCAAG 

GACGCTGACAAATTGACTTTGGGACAGAATATAACTGTAATAGCCCCCCATGCGTnTGGAGAACATCGTTCQGCAGCCCCC 

AGACCGATGGATGACCAACGCCCGCATGACCCACTATCAAAGCCTGCTTCTCACAGAGAGGGTCACGTTeGCTCCACrAG 

CCGCTCTCAACCCrrGCCACTCTTCTGCCTGAAGAGACTGATGAACCAGTGACTCATGATTGCCATCAACTATTGATTGAG 

GAGACTGGGGTCCGCAAGGACCTTACAGACATACCGCTGACTGGAGAAGTG1TAACCTGGTTCACTGACGGAAGCAGCTA 

TGTGGTGGAAGGTAAGAGGATGGCTGGGGCGGCGGTGGTGGACGGGACCCGCACGATCTGGGCCAGCAGCCTGCCGGAAG 

GAACTTCAGCACAAAAGGCTGAGCTCATGGCCCTCACGCAAGCTTTGCGGCTGGCCGAAGGGAAATCCATAAACATTTAT 

ACAGACAGCAGGTATGCCTTTGCGACTGCACACGTACACGGGGCCATCTATAAGCAAAGGGGGTTGCTTACCTCAGCAGG 

GAGGGAAATAAAGAACAAAGAGGAAATTCTAAGCCTATTAGAAGCCTTACATTTGCCAAAAAGGCTAGCTATTATACACT 

GTCCTGGACATCAGAAAGCCAAAGATCCCATATCCAGAGGGAACCAGATGGCTGACCGGGTTGCCAAGCAGGCAGCCCAG 

GGTGTTAACCTTCTGCCTATGATAGAAACACCCAAAGCCCCAGAACCCGGACGACAGTACACCCTAGAAGACTGGCAAGA 

GATAAAAAAGATAGACCAGTTCTCTGAGACTCCGGAAGGGACCTGCTATACCTCAGATGGGAAGGAAATCCTGCCCCACA 

AAGAAGGGTTAGAATATGTCCAACAGATACATCGTCTAACCCACCTAGGAACTAAACACCTGCAGCAGTTGGTCAGAACA 

TCTCCTTATCATGTTCTGAGGCTACCAGGAGTGGCTGATTCGGTGGTCAAACACTGTGTGCCCTGCCAGCTGGTTAATGC 

TAATCCTTCCAGAATACCTCCAGGAAAGAGACTAAGGGGAAGCCACCCAGGCGCTCACTGGGAAGTGGACTTCACTGAGG 

TAAAGCCGGCTAAATACXKJAAACAAATATCTATTGGTTTTTGTAGACACCI rnCAGGATGGGTAGAGGCTrATCCTACT 

aagaaagagacttcaaccgtggtggctaagaaaatactggaggaaatttttccaagatttggaatacctaaggtaatagg 

gtcagacaatggtccagctttcgttgcccaggtaagtcagggactggccaagatattggggattgattggaaactgcatt 

gtgcatacagaccccaaagctcaggacaggtagagaggatgaatagaaccattaaagagacccttactaaattgaccgcg 

gagactggcgttaatgattggatagctctcctgccctttgtgci 1 ii 1 agggttagg aacacccctggacagtttgggct 

gaccccctatgaattactctacgggggaccccccccattggtagaaattgcttccgtacatagtgctgacgtgctgcttt 

cccagcctttgtrctctaggctcaaggcacttgagtgggtgagacaacgagcgtggaggcaactccgggaggcctactca 

ggaggaggagacttgcagatccca<^tcgtttccaagtgggagattcagtctacgttagacgccaccgtgcaggaaacct 

cgagactcggtggaagggcccttatcacgtacttttgaccacaccaacggctgtgaaagt<x!aaggaatctccacctgga 

tccatgcatcccacgttaagccggcgccacctcccgattcggggtggaaagccgaaaagactgaaaatccccttaagctt 

cgcctccatcgcgtggttccttactctgtcaataactcctcaagttaatggtaaacgccttgtggacagcccgaactccc 

ataaacccttatctctc^cctggttacttactgactccggtacaggtattaatattaacagcactcaaggggaggctccc 

ttggggacctggtggcctgaattatatgtctgccttcgatcagtaatccctggtctcaatgacx;aggccacaccccccga 

tgtactccgtgcttacgggttttacgtttgcccaggacccccaaataatgaagaatattgtggaaatcctcaggatttct 

tttgcaagcaatggagctgcgtaactrctaatgatgggaattggaaatggccagtctctcagcaagacagagtaagttac 

tci'i'l'luj i aacaatcctaccagttataatcaatttaattatggccatgggagatggaaagattggcaacagcgggtaca 

aaaagatgtacgaaataagcaaataagctgtcattcgttagacctagattacttaaaaataagtttcactgaaaaaggaa 

aacaagaaaatattcaaaagtgggtaaatggtatgtcttggggaatagtgtactatggaggctctgggagaaagaaagga 

TC 

LamAil 

GGAGTTrGAGTTTTATCGAATTTGAAACAGTGGTTTACATGGAGATTGTAGTGAAAGGATGAAAATGCAACCTGACTCTC 

CCAGAACCCAGGAAGTTAATAAGAAGCTCTAAATGCCCTCGAATTCCAGACCCrGTTCCCTATAGGTAAAAGATCATACT 

TTTTGCTGTTTTAGGGCrrGCTTTCTGCTCTGTACAAAACTTTGTGGAAGGGGAAAAACAGGCCCCTGA 

TATGCTTG AA AC T 1 C 1 1GAAACTGCTCCTAACTGCTTGTTTGGCTTCTGTAAACCTGCTTGCATAAGATAAAAAGAGGAG 

AAGTCAATTGCCTAACGGACCCCAGTAAGATCGGGTGTACCACAAAATGTTGAAACACATATCTTGGTGACAACATGTCT 

CCCCCACCCCGAAACATGCGCAAATGTGTAACTCTAAAACAATTTAAATTAATTGGTCCACGAAGCGCGGGCTCTCGAAG 

TTTTAAATTGACTGGTTTGTGATATTTTGAAATGATTGGTTTGTAAAGCGCGGGCTTTGTTGTGAACCCCATAAAAGCTG 

TCCCGACrCCACACTCGGGGCCGCAGTCCTCTACCCCTGCGTGGTGTACGACTGTGGGCCCCAGCGCGCTTGGAATAAAA 

AtCCTCTTGCTGTTrGCATCAAGACCGCTTCTCGTGAGTGATTAAGGGGAGTCGCCTTTTCCGAGCCTGGAGGTTCrrTTT 

TGCTAGTCTTACATTTGGGGGCTCGTCCGGGATCTGTCGCGGCCACCCCTAACACCCGAGAACCGACTTGGAGGTAAAAA 

GGATCCTCTTTTTAACGTGTATCCATGTACCGGCCGGCGTCTCTGTTCTGAGTGTCTGTTTTCAGTGGTGCGCGCTTTCG 

GTTTGCAGCTGTCCTCTCAGACCGTAAGGACTGGGGGACTGTGATCAGCAGACGTGCTAGGAGGATCACAGGCTGCCACC 

GTTGAAGCGAAAGCTTCCCCCTCCGCGGCCGTCCGACTCrrTTTGCCTGCTTGTGGAAGACGCGGACGGGTCGCGTGTGTC 

TGGATCTGTrGGTTTCTGTTTTGTGTGTCTTTGTCTTGTGCGTCCTTGTCTACAGTTTTAATATGGGACAGACGGTGACG 

ACCCXTCTTAGTTTGACTCTCGACCATTGGACTGAAGTTAAATCCAGGGCTCATAATTTGTCAGTTCAGGTTAAGAAGGG 

ACCTTGGCAGACTTTCTGTGTCTCTGAATGGCCGACATTCGATGTTGGATGGCCATCAGAGGGGACCTTTAATTCTGAGA 

TTATCCTGGCTGTTAAAGCAATTATTTTTCAGACTGGACCCGGCTCTCATCCCAATCAGGAGCCCTATATCCTTACGTGG 

CAAGATTTGGCAGAGGATCCTCCGCCATGGGTTAAACCTTGGCTGAATAAGCCAAGAAAGCCAGGTCCCCGAATTCTGGC 

CTTGGCCGGAACCCCAATCTGTTCCCCCACCCCCTTATCTGGCACAGuGlGC 1 GCG AUGGGACCCTCTGCCCCTCCTGGA 
GCTCCGGCGGTGGAGGGACCTGCTGCAGGOACTCGGAGCCOQAQO00CQCCACCCCGQAQCGGACAGACGAGATCQCGAC 
ATTACCGCTGCGCACGTACGGCCCTCCCACACCGGGGGGCCAATTGCAGCCCCTCCAGTATTGGCCC'f rTT C TiCTGCAG 
ATCTCTATAATrGGAAAACTAACCATCCCCCTTTCTCGGAGGATCCCCAACGCCTCACGGGGTTGGTGGAGTCCCTTATG 
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ttctctcaccagcctacttgggatgattgtcaacack:tgctccagacactcttcacaaccgaggagcgagagagaattct 

gttagaggctagaaaaaatgttcctggggccgacgggcgacccacgcagttgcaaaatgagattgacatgggatttccct 

tgactcgccccggttgggactacaacacggctgaaggtagggagagcttgaaaatctatcgccaggctctggtggcgggt 

ctccggggcgcctcaagacggcccactaatttggctaaggtaagagaagtgatgcagggaccgaatgaacccccctctgt 

tttccttgagaggctcttggaagccttcaggcggtacaccccttttgatcccacctcagaggcccaaaaagcctcagtgg 

ctttggcctttataggacagtcagccttggatattagaaagaagcttcagagactggaagggttacaggaggctgagtta 

cgtgatctagtgaaggaggcagagaaagtatattacaaaagggagacagaagaagaaagggaacaaagaaaagagagaga 

aagagaggaaagggaggaaagacgtaataaacggcaagagaagaatttgactaagatcttggctgcagtggttgaaggga 

aaagcaatacggaaagagagagagattttaggaaaattaggtcaggccctagacagtcagggaacctgggcaataggacc 

ccactcgacaaggaccaatgtgcatattgtaaagaaaaaggacactgggcaaggaactgccccaagaagggaaacaaagg 

actgaaggtcttagctctggaagaagataaagactagggaagacggggttcggaccccctccccgagcccagggtaactt 

tgaaggtggaggggcaaccacrrtgagtrcctggttgataccggagcgaaacatrcagtgctactacagcc4ttaggaaaa 

ctaaaagataaaaaatcctgggtgatgggtgccacagggcaacaacagtatccatggactacccgaagaacagttgactt 

gggagtgggacgggtaacccactcgtttctggtcatacctgagtgcccagcacccctcttaggtagagacttattgacca 

agatgggagcacaaatttctrrtgaacaagggaaaccagaagtgtctgcaaataacaaacctatcactgtgttgaccctc 

caarragatgacgaatatcgactatactctcccctagtaaagcctgatcaaaatatacaattctggttggaacagtttcc 

ccaagccnxjggcagaaaccgcagggatgggtttggcaaagcaagttcccccacaagttattcaactgaaggccagtgcca 

CACCAGTGTCAGTCAGACAGTACCCCTTGAGTAAAGAAGCTCAAGAAGGAATTCGGCCGCATGTCCAAAGATTAATCCAA 

cagggcatcctagttcctgtccaatctccctggaatactcccctgctaccggttagaaagcctgggactaatgactatcg 
accagtacaggacttgagagaggtcaataaacgggtgcaggatatacaccca acagt cccgaaccxntataacctcttgt 
gtgctctcccaccccaacggagctggtatacagtattggacttaaaggatgcctttttctgcctgagatracaccccact 
agccaaccactttttgccttcgaatggagagatccag^ 

agggttcaagaactccccgaccatctttgacgaagccctacacagagacctggccaacttcaggatccaacaccctcagg 

tgaccctcctccagtacgtggatgacctgcttctggcgggagccaccaaacaggactgcttagaaggcacgaaggcacta 

ctgctck3aattgtctgacctaggctacagagcctctgctaagaaggcccagatttgcaggagagackjtaacatacttggg 

gtacagtttgcgggacgggcagcgatggctgacggaggcacggaagaaaactgtagtccagataccggccccaaccacag 

ccaaacaagtgagagaatttttggggacagctggattttgcagactgtggatcccggckjtttgcgaccttagcagcccca 

ctctacccactaaccaaagaaaaaggggaattctcctgggctcctgagcaccagaaggcatttgatgctatcaaaaaggc 

cctgctgagcgcacctgctctggccctccctgacgtaactaaaccctrtaccctttatgtggatgagcgtaagggagtag 

cccggggagttttaacccaaactctaggaccatggaggagacctgttgcctacctgtcaaagaagctcgatcctgtagcc 

agtggttggcccgtatgcctgaaggctatcgcagctgtggccatactggtcaaggacgctgacaaattgactttgggaca 

gaatataactgtaatagccccccatgcgttggagaacatcgttcggcagcccccagaccgatggatgaccaacgcccgca 

tgacccactatcaaagcctgctrctcacagagagggtcacgttcgctccaccagccgctctcaaccctgccactcttctg 

cctgaagagactgatgaaccagtgactcatgattgccatcaactattgattgaggagactggggtccgcaaggaccttac 

agacataccgctgactggagaagtgttaacctggttcactgacggaagcagctatgtggtggaaggtaagaggatggctg 

gggcggcggtggtggacgggacccgcacgatctgggccagcagcctgccggaaggaacttcagcacaaaaggctgagctc 

atggccctcacgcaagctrtgcggctggccgaagggaaatccataaacatttatacagacagcaggtatgcctttgcgac 

tgcacacgtacacggggccatctataagcaaagggggttgcttacctcagcagggagggaaataaagaacaaagaggaaa 

ttctaagcctattagaagccttacatttgccaaaaaggctagctattatacactgtcctggacatcagaaagccaaagat 

cccatatccagagggaacc^gatggctgaccgggttgccaagcaggcagcccagggtgttaaccttctgcctatgataga 

aacacccaaagccccagaacccggacgacagtacacccragaagactggcaagagataaaaaagatagaccagtrctctg 

agactccggaagggacctgctatacctcagatgggaaggaaatcctgccccacaaagaagggttagaatatgtccaacag 

atacatcgtctaacccacctaggaactaaacacctgcagcagttggtcagaacatctccttatcatgttctgaggctacc 

aggagtggctgattcggtggtcaaacactgtgtgccctgccagctggttaatgctaatccttccagaatacctccaggaa 

agagactaaggggaagccacccaggcgctcactgggaagtggacttcactgaggtaaagccggctaaatacggaaacaaa 

tatctattg g'n i t ' ig tagacac ci l" i' l ' c aggatgggtagaggcttatcctactaagaaagagacttcaaccgtggtggc 

taagaaaatactggagga aa 1 ' i 1 1 ' 1 c caagatttggaatacctaaggtaatagggtcagacaatggtccagctttcgttg 

cccaggtaagtcagggactggccaagatattggggattaattggaaactgcattgtgcatacagaccccaaagctcagga 

caggtagagaggatgaatagaaccattaaagagacccttactaaattgaccgcggagactggcgttaatgattggatagc 

TCTCCrGCCCTTTGTG C ri'li'l'AGGGTTAGGAACACCCCTGGACAGTTTGGGCTGACCX^CCTATGAATTACTCTACGGGG 
GACCCCCCCCATTGGTAGAAATTGCTTCCGTACATAGTGCTGACGTGCTGCTnrCCCAGCCTrTGTTCTCTAGGCTCAAG 
GCACTTGAGTGGGTGAGACAACGAGCGTGGAGGCAACTCCGGGAGGCCTACTCAGGAGGAGGAGACTTGCAGATCC 

LamA3A 

ccccagaggaggtgagaggctgtggcatagggaggcctccctggaggaggttgaaaggatgaaaatgcaacctgactctc 

CCAGAACCCAGGAAGTTAATAAGAAGCTCTAAATGCCCTCGAATTCCAGACCCTGTTCCCTATAGGTAAAAGATCATACT 

TTTTGCT G 1 1 1 1 A GGGCTTGCrTTCTGCTCTGTACAAAACTTTGTGGAAGGGGAAAAACAGGCCCCTGAGTATGTGCXrrC 

TATGCTTGAAACTTCfTGAAACTCKrrCCTAACTGCTTGTTTGGCTTCTGTAAACCTGCTTGCATAAGATAAAAAGAGGAG 

AAGTCAATTGCCTAACGGACCCCAGTAAGATCGGGTGTACCACAAAATGTTGAAACACATATCTTGGTGACAACATGTCT 

CCCCCACCCCGAAACATGCGCAAATGTGTAACrCTAAAACAATTTAAATTAATTGGTCCACGAAGCGCGGGCTCTCGAAG 

TTtTAAATTGACTGGTTTGTGATATTTTGAAATGATTGGTTTGTAAAGCGCGGGCTTTGTTGTGAACCCCATAAAAGCTG 

TCCCGACTCCACACTCGGGGCCGCAGTCCTCTACCCCTGCGTGGTGTACGACTGTGGGCCCCAGCGCGCTTGGAATAAAA 

ATCXrrCTTGCTGTTTGCATCAAGACCGCTTCTCGTGAGTGATTAAGGGGAGTCGCC'I I T I'CCGAGCCTGGAGGTTCTTTT 

TGCTAGTCTTACATTTGGGGGCTCGTCCGGGATCTGTCGCGGCCACCCCTAACACCCGAGAACCGACTTGGAGGTAAAAA 

GGATCCTCJl l i riAACGTGTATGCATGTACCGGCCGGCGTCTCTGTTCTGAGTGTCTGTTTTCAGTGGTGCGCGCTTTCG 

GTrTGCAGCTGTCCTCTCAGACCGTAAGGACTGGGGGACTGTGATCAGCAGACGTGCTAGGACKjATCACAGGCTGCCACC 

CTGGGGGACGCCCCGGGAGGTGGGGAGAGCCAGGGACGCCTGGTGGTCTCCTTCTGTCGGTCAGAGGACCGAGTTCTGTT 

GTTGAAGXXiAAAGCTTCCCCCTCCGCGXjCCGTCCGACT^ 

TGGATCTGTTG G 1 1 iLl G TTTTGTGTGTCTTTGTCTrGTGCGTCCTTGTCTACAGTTrTAATATGGGACAGACGGTOACG 
ACCCCTCTTAGTTTGACTCTCGACCATTGGACTGAAGTTAAATCCAGGGCTCATAATTTGTCAGTTCAGGTTAAGAAGQG 
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ACCTTGGCAGACTTTCTGTGTCTCTGAATGGCCGACATTCGATGTTGGATGGCCATCAGACK3GGACCTTTAATTCTGAGA 

TTATCCTGGCTGTTAAAGCAATTATTTTTCAGACTGGACCCGGCTCTCATCCCAATCAGGAGCCCTATATCCTTACGTGG 

CAAGATTTGGCAGAGGATCCTCCGCCATGGGTTAAACCTTGGCTGAATAAGCCAAGAAAGCCAGGTCCCCGAATTCTGGC 

TCTTGGAGAGAAAAACAAACACTCGGCTGAAAAAGTCAAGCCCTCTCCTCATATCTACCCCGAGATTGAGGAGCCGCCGG 

CTTGGCCGGAACCCCAATCTGTTCCCCCACCCCCTTATCTGGCACAGGGTGCrGCGAGGGGACCCTCTGCCCCTCCTGGA 

GCTCCGGCGGTGGAGGGACCTGCTGCAGGGACTCGGAGCCGGAGGGGCGCCACCCCGGAGCGGACAGACGAGATCGCGAC 

ATTACCGCTGCGCACGTACGGCCCTCCCACACCGGGGGGCCAATTGCAGCCCCTCCAGTATTGGCCCTTTTCTTCTGCAG 

ATCTCTATAATTGGAAAACTAACCATCCCCCTTTCTCGGAGGATCCCCAACGC:CTCACGGGGTTGGTGGAGTCCCTTATG 

TrCTCTCACCAGCCTACTrGGGATGATTGTCAACAGCTGCTGCAGACACTCTTCACAACCGAGGAGCGAGAGAGAATTCT 

GTTAGAGGCTAGAAAAAATGTTCCTGGGGCCGACGGGCGACCCACGCAGTTGCAAAATGAGATTGACATGGGATTTCCCT 

TGACTCGCCCCGGTTGGGACTACAACACGGCTGAAGGTAGGGAGAGCTTGAAAATCTATCGCCAGGCTCTGGTGGCGGGT 

CTCCGGGGCGCCTCAAGACGGCCCACTAATTTGGCTAAGGTAAGAGAAGTGATGCAGGGACCGAATGAAC^CCCCrCTGT 

TTTCCTTGAGAGGCTCTTGGAAGCCTTCAGGCGGTACACCCCTTTTGATCCCACCTCAGAGGCCCAAAAAGCCTCAGTGG 

CTrrGGCCTTTATAGGACAGTCAGCCTrGGATATTAGAAAGAAGCTTCAGAGACTGGAAGGGTTACAGGAGGCTGAGTTA 

CGTGATCTAGTGAAGGAGGCAGAGAAAGTATATTACAAAAGGGAGACAGAAGAAGAAAGGGAACAAAGAAAAGAGAGAGA 

AAGAGAGGAAAGGGAGGAAAGACGTAATAAACGGCAAGAGAAGAATTTGACTAAGATCTTGGCTGCAGTGGTTGAAGGGA 

AAAGCAATACGGAAAGAGAGAGAGATTTTAGGAAAATTAGGTCAGGCCCTAGACAGTCAGGGAACCTGGGCAATAGGACC 

CCACTCGACAAGGACCAATGTGCATATTGTAAAGAAAAAGGACACTGGGCAAGGAACTGCCCCAAGAAGGGAAACAAAGG 

ACTGAAGGTCTTAGCTCTGGAAGAAGATAAAGACTAGGGAAGACGGGGTTCGGACCCCCTCCCCGAGCCCAGGGTAACTT 

TGAAGGTGGAGGGGCAACCAGTTGGGTTCCTGGTTGATACCGGAGCGAAACATTCAGTGCTACTACAGCCATTAGGAAAA 

CTAAAAGATAAAAAATCCTGGGTGATGGGTGCCACAGGGCAACAACAGTATCCATGGACTACCCGAAGAACAGTTGACTT 

GGGAGTGGGACGGGTAACCCACTCGTTTCTGGTCATACXn'GAGTGCCCAGCACCCCTCTTAGGTAGAGACTTATTGACCA 

AGATGGGAGCACAAA 1 1 1CJ 1 11 I GAACAAGGGAAACCAGAAGTGTCTGCAAATAACAAACCTATCACTGTGTTGACCCTC 

CAATTAGATGACGAATATCGACTATACTCTCCCCTAGTAAAGCCTGATCAAAATATACAATTCTGGTTGGAACAGTTTCC 

CCAAGCCTGGGCAGAAACCGCAGGGATGGGTTTGGCAAAGCAAGTTCCCCCACAAGTTATTCAACTGAAGGCCAGTGCCA 

CACCAGTGTCAGTCAGACAGTACCCCTTGAGTAAAGAAGCTCAAGAAGGAATTCGGCCGCATGTCCAAAGATTAATCCAA 

CAGGGCATCCTACnTCCTGTCCAATCTCCCTGGAATACTCCCCTGCTACCGGTTAGAAAGCCTGGGACTAATGACTATCG 

ACCAGTACAGGACTTGAGAGAGGTCAATAAACGGGTGCAGGATATACACCCAACAGTCCCGAACCCTTATAACCTCTrGT 

GTGCTCTCCCACCCCAACGGAGCTGGTATACAGTATTGGACrTAAAGGATGCCTTTTTCTGCCTGAGATTACACCCCACT 

AGCCAACCACTTTTTGCCTTCGAATGGAGAGATCCAGGTACGGGAAGAACCGGGCAGCTCACCTGGACCCGACTGCCCCA 

AGGGTTCAAGAACTCCCCGACCATCTTTGACGAAGCCCTACACAGAGACCTGGCCAACTTCAGGATCCAACACCCTCAGG 

TGACCCTCCTCCAGTACGTGGATGACCTGCTTCTGGCGGGAGCCACCAAACAGGACTGCTTAGAAGGCACGAAGGCACTA 

CTGCTGGAATTGTCTGACCTAGGCTACAGAGCCTCTGCTAAGAAGGCCCAGATTTGCAGGAGAGAGGTAACATACTTGGG 

GTACAGTTTGCGGGACGGGCAGCGATGGCTGACGGAGGCACGGAAGAAAACTGTAGTCCAGATACCGGCCCCAACCACAG 

CCAAACAAGTGAGAGAGTTTTTGGGGACAGCTGGATTTTGCAGACTGTGGATCCCGGGGTTTGCGACCTrAGCAGCCCCA 

CTCTACCCACTAACCAAAGAAAAAGGGGAATrCrCCTGGGCTCCTGAGCACCAGAAGGCATTTGATGCTATCAAAAAGGC 

CCTGCTGAGCGCACCTGCTCTGGCCCTCCCTGACGTAACTAAACCCTTTACCCTTTATGTGGATGAGCGTAAGGGAGTAG 

CCCGGGGAGTTTTAACCCAAACTCTAGGACCATGGAGGAGACCTGTTGCCTACCTGTCAAAGAAGCTCGATCCTGTAGCC 

AGTGGTTGGCCCGTATGCCTGAAGGCTATCGCAGCTGTGGCCATACTGGTCAAGGACGCTGACAAATTGACTTTGGGACA 

GAATATAACTGTAATAGCCCACCATGCGTTGGAGAACATCGTTCGGCAGCCCCCAGACCGATGGATGACCAACGCCCGCA 

TGACCCACTATCAAAGCCTGCTrCTCACAGAGAGGGTCACGTTCGCTCCACCAGCCGCTCTCAACCCTGCCACTCTTCTG 

CCTGAAGAGACTGATGAACCAGTGACTCATGATTGCCATCAACTATTGATTGAGGAGACTGGGGTCCGCAAGGACCTTAC 

AGACATACCGCTGACTGGAGAAGTGTTAACCTGGTTCACTGACGGAAGCAGCTATGTGGTGGAAGGTAAGAGGATGGCTG 

gggcggcggtggtggacgggacccgcacgatctgggccagcagcctgccggaaggaacttcagcacaaaaggctgagctc 

atggccctcacxkaagctttgcggctggccgaagggaaatccataaacatttatacagacagcaggtatgcctttgcgac 

tgcacacgtacacggggccatctataagcaaagggggttgcttacctcagcagggagggaaataaagaacaaagaggaaa 

ttctaagcctattagaagccttacatttgccaaaaaggctagctattatacactgtcctggacatcagaaagccaaagat 

cccatatccagagggaaccagatggctgaccgggttgccaagcaggcagcccagggtgttaaccttctgcctatgataga 

aacacccaaagccccagaacccggacgacagtacaccctagaagactggcaagagataaaaaagatagaccagttctctg 

agactccggaagggacctgctatacctcagatgggaaggaaatcctgcccx;acaaagaagggttagaatatgtccaacag 

atacatcgtctaacccacctaggaactaaacacctgcagcagttggtcagaacatctccttatcatgttctgaggctacc 

aggagtggctgattcggtggtcaaacactgtgtgccctgccagctggttaatgctaatccttccagaatacctccaggaa 

AGAGACTAAGGGGAAGCCACCCAGGCGCTCACTGGGAAGTGGACTTCACTGACHjTAAAGCCGGCTAAATACXjGAAACAAA 
TATCTATTGG 1T1 1 ' IG TAGACACCTTTTCAGGATGGGTAGAGGCTTATCCTACTAAGAAAGAGACTTCAACCGTGGTGGC 

taagaaaatactggaggaaatttttccaagatttggaatacctaaggtaatagggtcagacaatggtccagctttc 

cccaggtaagtcagggactggccaagatattggggattgattggaaactgcattgtgcatacagaccccaaagctcagga 

caggtagagaggatgaatagaaccatraaagagacccttactaaattgaccgcggagactggcgttaatgatrggatagc 

tctcctgccctttgtgc11 ri-lagggttaggaacacccctggacagtttgggctgaccccctatgaattactctacgggg 

gaccccccccattggtagaaattgcttccgtacatagtgctgaccrrgctgctttcccagcctttgttctctaggctcaag 

ck:acttgagtgggtgagacaacgagcgtggaggcaactccgggagccctactcaggaggaggagacttgcagatcc 

LamA6 

TGGATTTTGCAGACTGTGGATCCCGGGGTTTGCGACCTTAGCAGCCCCACTCTACCCACTAACCAAAGAAAAAGGGGAAT 
TCTCCTGGGCrCCTGAGCACCAGAAGGCATTTGATGCTATCAAAAAGGCCCTGCTGAGCGCACCTGCTCTGGCCCTCCCT 
GACGTAACTAAACCCTTTACCXrrTTATGTGGATGAGCGTAAGGGAGTAGCCCGGGGAGTTTTAACCCAAACTCTAGGACC 
ATGGA<XiAGACCTGTrGCCTAGGTOTCAAAGAAGCTCGATrCTGTAGCCAGTGGTTGGCCCGTATGCCTGAAGGCTATCG 
CAGCTGTGGCCATACTGGTCAAGGACGCTGACAAATTGACTTTGGGACAGAATATAACTGTAATAGCCCCCCATGCGTTG 
GAGAACATCGTTCGGC^GCCCCCAGACCGATGGATGACCAACGCCCGCATGACCCACTATCAAAGCCnXHrrTCTCACAGA 
GAGGGTCACGTTCGCTCCACCAGCCGCTCTCAACCCTGCCACTCTTCTGCCTGAAGAGACTGATGAACCAGTGACTCATG 
ATTGCCATCAACTATTGATTGAGGAGACTGGGGTCCGCAAGGACCTTACAGACATACCGCTGACTGGAGAAGTGTTAACC 
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TGGTTCACTGACGGAAGCAGCTATGTGGTGGAAGGTAAGAGGATGGCTGGGGCGGCGGTGGTGGACGGGACCCGCACGAT 
CTGGGCCAGCAGCCTGCCGGAAGGAACTTCAGCACAAAAGGCTGAGCTCATGGCCCTCACGCAAGCTTTGCGGCTGGCCG 
AAGGGAAATCCATAAACATTTATACAGACAGCAGGTATGCCTTTGCGACTGCACACGTACACGGGGCCATCTATAAGCAA 
AGGGGGTTGCTTACCTCAGCAGGGAGGGAAATAAAGAACAAAGAGGAAATTCTAAGCCTATTAGAAGCCTTACATTTGCC 
AAAAAGGCTAGCTATTATACACTGTCCTGGACATCAGAAAGCCAAAGATCCCATATCCAGAGGGAACCAGATGGCTGACC 
GGGTTGCCAAGCAGGCAGCCCAGCKjTGTTAACCTTCTGCCTATGATAGAAACACCCAAAGCCCCAGAACCCGGACGACAG 
TACACCCTAGAAGACTGGCAAGAGATAAAAAAGATAGACCAGTTCTCTGAGACTCCGGAAGGGACCTGCTATACCTCAGA 

tgggaaggaaatcctgccccacaaagaagggttagaatatgtccaacagatacatcgtctaacccacctaggaactaaac 

acctgcagcagttggtcagaacatctccttatcatgttctgaggctaccaggagtggctgattcggtggtcxaacactgt 

gtgccctgccagctggttaatgctaatccttccagaatacctccaggaaagagactaaggggaagccacccaggcgctca 

ctgggaagtggacttcactgaggtaaagccggctaaatacggaaacaaatatctattgg i 1 j 1 1 gtagacaccttttcag 

gatgggtagaggcttatcctactaagaaagagacttcaaccgtggtggctaagaaaatactggaggaaa u f [-t ccaaga 

ttrggaatacctaaggtaatagggtcagacaatggtccagctttcgttgcccaggtaagtcagggactggccaagatatt 

ggggattgattggaaactgcattgtgcatacagaccccaaagctcaggacaggtagagaggatgaatagaaccattaaag 

agaccctractaaattgaccgcggagactggcgttaatgattggatagctctcctgccctttgtg c 1 1 1 1 1 agggttaog 

aacacccctggacagtttgggctgaccccctatgaattactctacgggggaccccccccattggtagaaattgcttccgt 

acatagtgctgacgtgctgctttcccagcctttgttctctaggctcaaggcacttgagtgggtgagacaacgagcgtgga 

cgcaactccgggaggcctactcaggaggaggagactrgcagatcccacatcgtttccaagtgggagattcagtctacgtt 

agacgccaccgtgcaggaaacctcgagactcggtggaagggcccttatcacgtacttttgaccacaccaacggctgtgaa 

agtcgaaggaatctccacctggatccatgcatcccacgttaagccggcgccacctcccgattcggggtggaaagccgaaa 

agactgaaaatccccttaagcttcgcctccatcgcgtgg7tccttactctgtcaataactcctcaagttaatggtaaacg 

ccttgtggacagcccgaactcccataaaccctratctctcacctggttacttactgactccggtacaggtattaatatta 

aatgaccaggccacacccccc gatgt actccgtgcttacca3gttttacgtttgcccaggacccccaaataatgaagaata 
ttgtggaaatcctcaggatttcrrr tgcaa gcaatggagctgcgtaacttctaatgatgggaattggaaatggccagtct 

CTCAGCAAGACAGAGTAAGTTACTC 1 1 1 1 GTTAACAATCCTACCAGTTATAATCAATTTAATTATGGCCATGGGAGATGG 

AAAGATrGGCAACAGCGGGTACAAAAAGATGTACGAAATAAGCAAATAAGCTGTCATTCGTTAGACCTAGATTACTTAAA 

AATAAGTTTCACTGAAAAAGGAAAACAAGAAAATATTCAAAAGTGGGTAAATGGTATGTCTTGGGGAATAGTGTACTATG 

GAGGCrrCTGGGAGAAAGAAAGGATCTGTTCTGACTATTCGCCTCAGAATAGAAACTCAGATGGAACCTCCGGTTGCTATA 

CKjACCAAATAAGGGTTTGGCCGAACAAGGACCTCCaATCCAAGAACAGAGGCCATCTCCTAACCCCTCTGATTACAATAC 

AACCTCTGGATCAGTCCCCACTGAGCCTAACATCACTATTAAAACAGGGGCGAAACTTTTTAACCTCATCCAGGGAGCTr 

TTCAAGCTCTTAACTCCACGACTCCAGAGGCTACCTCTTCTTGTTGGCTTTGCTTAGCTTCGGGCCCACCTTACTATGAG 

GGAATGGCTAGAGGAGGGAAATTCAATGTGACAAAGGAACATAGAGACCAATGTACATGGGGATCCCAAAATAAGCTTAC 

CCTrACTGAGGTrrCTGGAAAAGGCACCTGCATAGGGATGGTTCCCCCATCCCACCAACACCTTTGTAACCACACTGAAG 

CCTTTAATCGAACCT CTGAG AGTCAGTATCTGGTACCTGGTTATGACAGGTGGTGGGCATGTAATACTGGATTAACCCCT 

TGTGTTTCCACCTrGGTTTTCAACCAAACTAAAGACTTTTGCGTTAT^ 

CGAAAAAGCAGTCCTTGATGAATATGACTATAGATATAATCGGCCAAAAAGAGAGCCCATATCCCrGACACTAGCTGTAA 

TGCTCGGATTGGGAGTGGCTGCAGGCGTGGGAACAGGAACGGCTGCCCTAATCACAGGACCGCAACAGCTGGAGAAAGGA 

CTTAGTAACCTACATCGAATTGTAACGGAAGATCTCCAAGCCCTAGAAAAATCTGTCAGTAACCTGGAGGAATCCCTAAC 

CTCCTTATCTGAAGTGGTTCTACAGAACAGAAGGGGGTTAGATCTGTTATTTCTAAAAGAAGGAGGATTATGTGTAGCCT 

TGAAGGAGGAATGCTGTTTTTATGTGGATCATTCAGGGGCCATCAGAGACTCCATGAACAAGCTTAGAGAAAGGTTGGAG 

AAGCGTCGAAGGGAAAAGGAAACTACTCAAGGGTGGTTTGAGGGATGGTTCAACAGGTCTCCTTGGTTGGCTACCCTACT 

ttctgctttaacaggaccctraatagtcctcctcctgttactcacagttgggccatgtattattaacaagttaattgcct 

tcattagagaacgaataagtgcagtccagatcatggtacttagacaacagtaccaaagcccgtctagcagagaagctggc 

cgctagctctaccagttctaagattagaactattaacaagagaagaagtggggaatgaaaggatgaaaatgcaacctgac 

tc tcccag aac ccagg aagttaataagaagctctaaatgccctcgaattccagaccctgttccctataggtaaaagatca 

tacj i i i igctgttttagggcttgctttctgctctgtacaaaacrrtgtggaaggggaaaaacaggcccctgagtatgtg 

cctctatgcttgaaacttcttgaaactgctcctaactgcttgtttggcttctgtaaacctgcttgcataagataaaaaga 

ggagaagtcaatrgcctaacggaccctagtaagatcgggtgtaccacaaaatcntgaaacacatatctrggtgacaacat 

GTCTCCCCCACCCCGAAACATGCGCAAATGTGTAACTCTAAAACAATTTAAATTAATTGGTCCACGAAGCGCGGGCTCTC 

gaagttttaaattgactggtttgtgatattttgaaatgattggtttgtaaagcgcgggctrtgttgtgaaccccataaaa 
gctgtcccgactccacactcggggccgcagtcctctacccctgcgtggtgtacgactgtgggccccagcgcgcttggaat 
aaaaatcctcttgctgtttgcatcaagaccgcttctcgtgagtgattaaggggagtcgccttttccgagcctggaggttc 
tttttgctagtcttacagc accttta 1 ' ii ' i " 1 1c cattt 

LamAS 

GGATCTGTT GGTT TCTGTrrrGTGTGTCTTTGTCTTGTGCGTCCTTGTCTACAGTTTTAATATGGGACAGACGGTGACGA 

CCCCTCTTAGTTTGACTCTCGACCATTGGACTGAAGTTAAATCCAGGGCTCATAATTTGTCAGTTCAGGTTAAGAAGGGA 

CCTTCGCAGACTTTCrGTGTCTC TGAAT GGCCGACATTCGATGTTGGATGGCCATCAGAGGGGACCTTTAATTCTGAGAT 

TATCCTGGCTGTTAAAGCAATTATTTTTCAGACTGGACCCGGCTCTCATCCCAATCAGGAGCCCTATATGCTTACGTGGC 

AAGATTTGGCAGAGGATCCTCCGCCATGGGTTAAACCTTGGCTGAATAAGCCAAGAAAGCCAGGTCCCCGAATTCTGGCT 

CTTGGAGAGAAAAACAAACACTCGGCTGAAAAAGTCAAGCCCTCTCCTCATATCTACCCCGAGATTGAGGAGCCGCCGGC 

TrGGCCGGAACCCCAATCTGTTCCCCCACCCCCTTATCTGGCACAGGGTGCTGCGAGGGGACCCTCTGCCCCTCCTGGAG 

CTCCGGCGGTGGAGGGACCTGCTGCAGGGACTCGGAGCCGGAGGGGCGCCACCCCGGAGGGGACAGACGAGATCGCGACA 

TTACCGCTGCGCACGTACGGCCCTCCCACACCGGGGGGCCAATTGCAGCCCCTCCAGTATTGGCC CJ1 i 1 1C J I CTGCAGA 

TCTCTATAATTGGAAAACTAACCATCCCCCTTTCTGGGAGGATCCCCAACGCCTCACGGGGTTGGTGGAGTCCCTTATGT 

TCTCTCACCAGCCTACTrGGGATGATrGTCAACAGCTGCTGCAGACACVCnCAeAACCGAGGAGCGAGAGAGAATrCTG 

TTAGAGGXn"AGAAAA^TGTTCCTGXjGX3CCGACGGGCGACCCACGCAGTrGCAAAATGAGATTGACATGGGATTTCCCTr 

GACTCXJCCCCGGTTGGGACTACAACACGGCTGAAGGTAGGGAGAGCTTGAAAATCTATCGCCAGGCTCTGGTGGCG^iGTC 

TCCGGGGCGCCTCAAGACGGCCCACTAATTTGGCTAAGGTAAGAGAAGTGATGCAGGGACCGAATGAACCCCCCTCTC7TT 
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TTCCTTGAGAGGCTCnTGGAAGCCTrCAGGCGGTACACCCCTTTTGATCCCACCTCAGAGGCCCAAAAAGCCTCAGTGGC 

TTTGGCCTTTATAGGACAGTCAGCCTTGGATATTAGAAAGAAGCTTCAGAGACTGGAAGGGTTACAGGAGGCTGAGTTAC 

GTGATCTAGTAAAGGAGGCAGAGAAAGTATATTACAAAAGGGAGACAGAAGAAGAAAGGGAACAAAGAAAAGAGAGAGAA 

AGAGAGGAAAGGGAGGAAAGACGTAATAAACGGCAAGAGAAGAATTTGACTAAGATCTTGGCTGCAGTGGTTGAAGGGAA 

AAGCAATACGGAAAGAGAGAGAGATTTTAGGAAAATTAGGTCAGGCCCTAGACAGTCAGGGAACCTGGGCAATAGGACCC 

CACTCGACAAGGACCAATGTGCATATTGTAAAGAAAAAGGACACTGGGCAAGGAACTGCCCCAAGAAGGGAAACAAAGGA 

CTGAAGGTCTTAGCTCTGGAAGAAGATAAAGACTAGGGAAGACGGGGTTCGGACCCCCTCCCCGAGCCCAGGGTAACTTT 

GAAGGTGGAGGGGCAACCAGTTGAGTTCCTGGTTGATACCGGAGCGAAACATTCAGTGCTACTACAGCCATTAGGAAAAC 

TAAAAGATAAAAAATCCTGGGTGATGGGTGCCACAGGGCAACAACAGTATCCATGGACTACCCGAAGAACAGTTGACTTG 

GGAGTGXjGACGGGTAACCCACTCGTrrCTGGTCATACCTGAGTGCCCAGCACCCCTCTTAGGTAGAGACTTATTGACCAA 

GATGGGAGCACAAATTTCTTTTGAACAAGGGAAACCAGAAGTGTCTGCAA^ATAACAAACCTATCACTGTGTTGACCCTCC 

AATTAGATGACGAATATCGACTATACTCTCCCCTAGTAAAGCCrGATCAAAATATACAATTCTGGTTGGAApAGTTTCCC 

CAAGCCTGGGCAGAAACCGCAGGGATGGGTTTGGCAAAGCAAGTTCCCCCACAAGTTATTCAACTGAAGGCCAGTGCCAC 

accagtgtcagtcagacagtaccccttgagtaaagaagctcaagaaggaattcggccgcatgtccaaagattaatccaac 
agggcatcctagttcctgtccaatctccctggaatactcccctgctaccggttagaaagcctgggactaatgactatcga 
ccagtacaggacttgagagaggtcaataaacgggtgcaggatatacaccca acagt cccgaacccttataacctcttgtg 

TGCTCTCCCACCCCAACGGAGCTGGTATACAGTATTGGACTTAAAGGATGCCT it i ictgcctgagattacaccccacta 

gccaaccactttttgccttcgaatggagagatccaggtacgggaagaaccgggcagctcacctggacccgactgcx^ccaa 

gggttcaagaactccccgaccatctttgacgaagccctacacagagacctggccaacttcaggatccaacaccctcaggt 

GACCCTCCTCCAGTACGTGGATGACCTGCTTCTCKjCGGGAGCCACCAAACAGGACTGCTTAGAAAGCACGAAGGCACTAC 

tgctggaattgtctgacctaggctacagagcctctgctaagaaggcccagatttgcaggagagagqtaacatacttgggg 
tacagtttgcgggacgggcagcgatggctgacggaggcacggaagaaaactgtagtccagataccggccccaaccacagc 
caaacaagtgagagagtttttggggacagctggattttgcagactgtggatcccggggtttgcgaccttagcagccccac 
tctacccactaaccaaagaaaaaggggaattctcctgggctcctgagcaccagaaggcatttgatgctatcaaaaaggcc 
ctgctgagcgcacctgctcrggccctccctgacgtaactaaaccctttaccctttatgtggatgagcgtaagggagtagc 



GTGGTTGGCCCGTATGXXrrGAAGGCTATCGCAGCTGTGGCCATACTGGTCAAGGACGCTGACAAATTGACTTTGGGACAG 

AATATAACTGTAATAGCCCCCCATGCGTTGGAGAACATCGTTCGGCAGCCCCCAGACCGATGGATGACCAACGCCCGCAT 

GACCCACTATCAAAGCCTGCTTCTCACAGAGAGGGTCACGTTCGCTCCACCAGCCGCTCTCAACCCTGCCACTCTTCTGC 

CTGAAGAGACTGATGAACCAGTGACTCATGATTGCCATC^ACTATTGATTGAGGAGACTGGGGTCCGCAAGGACCTTACA 

GACATACCGCTGACTGGAGAAGTGTTAACCTGGTTCACTGACGGAAGCAGCTATGTAGTGGAAGGTAAGAGGATGGCTGG 

GGCGGCGGTGGTGGACGGGACCCGCACGATCTGGGCCAGCAGCCTGCCGGAAGGAACTTCAGCACAAAA GGCT GAGCTCA 

TGGCCCTCACGCAAGCTTTGCGGCTGGCCGAAGGGAAATCCATAAACATTTATACAGACAGCAGGTATGCCTTTGCGACT 

GCACACGTACACGGGXX^CATCTATAAGCAAAGGGGGTTGCTTACCTCAGCAGGGAGGGAAATAAAGAACAAAGAGGAAAT 

TCTAAGCCTATTAGAAGCCTTACATTTGCCAAAAAGGCTAGCTATTATACACTGTCCTGGACATCAGAAAGCCAAAGATC 

CCATATCCAGAGGGAACCAGATGGCTGACCGGGTTGCCAAGCAGGCAGCCCAGGGTGTTAACCTTCTGCCTATGATAGAA 

ACACCCAAAGCCCCAGAACCCGGACGACAGTACACCCTAGAAGACTGGCAAGAGATAAAAAAGATAGACCAGTTCTCTGA 

GACTCCGGAAGGGACCTGCTATACCTCAGATGGGAAGGAAATCCTGCCCCACAAAGAAGGGTTAGAATATGTCCAACAGA 

TACATCGTCTAACCCACCTAGGAACTAAACACCTGCAGCAGTTGGTCAGAACATCTCCTTATCATGTTCTGAGGCTACCA 

GGAGTGGCTGATTCGGTGGTCAAACACTGTGTGCCCTGCCAGCTGGGTAAAGCCGGCTAAATACGGAAACAAATATCTAT 

TGGTTrTTGTAGACACCTTTTCAGGATGGGTAGAGGCTTATCCTACTA^ 

ATACTGGAGGGAAATTTTTCCAAGATTTGGAATACCTAAGGTAATAGGGTCAGACAATGGTCCAGCTTTCGTTGCCCAGG 
TAAGTCAGGGACTGGCCAAGATATTGGGGATTGATTGGAAACTGCATTGTGCATACAGACCCCAAAGCTCAGGACAGGTA 
GAGAGGATGAATAGAACCATTAAAGAGACCCTTACTAAATTGACCGCGGAGACTGGCGTTAATGATTGGATAGCTCTCCT 

gccctttgtgctttttagggttaggaacacccctggacagtttgggctgaccccctataaattactctacgggggacccc 

ccccattggtagaaattgcttccgtacatagtgctgacgtgctgctttcccagcctttgttctctaggctcaaggcactt 

gagtgggtgagacaacgagcgtcgaggcaactccgggagx3cctactcaggaggaggagacttgcagatcccacatcgttt 

ccaagtg^ksagattcactcrracgttagacgccaccgtgcaggaaacctcgagactcggtggaagggcccttatcacgtac 

ttttgaccacaccaacggctgtgaaagtcgaaggaatctccacctggatccatgcatcccacgttaagccggcgccacct 

cccgattcggggtggaaagccgaaaagactgaaaatccccttaagcttcgcctccatcgcgtggttccttactctgtcaa 

TAACTCCTCAAGTTAATCHjTAAACGCCTTGTGGACAGCCCGAACTCCCATAAACCCTTATCTCTCACTTGGTTACTTACT 
GACTCCGGTACAGGTATTAATATTAACAGCACTCAAOGGXjAGGCTCCCTTGGGGACCTGGTGGCCT GAATT ATATGTCTG 
CCTTCGATCAGTAATCCCTGGTCTC^ATGACCAGGCCACACCCCCCGATGTACTCCGTGCTTACGGGTTTTACGTTTGCC 
CAGGACCCCCAAATAATGAAGAATATTGTGGAAATCCTCAGGATTTCTTTTGCAAGCAATGGAGCTGCGTAACTTCTAAT 
GATGGGAATTGGAAATGGCCAGTCTCTCAGCAAGACAGAGTAAGTTACTCTTTTGTTAACAATCCTACCAGTTATAATCA 
ATTTAATTATGGCCATGGGAGATGGAAAGATTGGCAACAGCGGGTACAAAAAGATGTACGAAATAAGCAAATAAGCTGTC 

attcgttagacctagattacttaaaaataagtttcactgaaaaaggaaaacaagaaaatattcaaaagtgggtaaatggt 

atgtcttggggaatagtgtactatggaggctctgggagaaagaaaggatctgttctgactattcgcctcagaatagaaac 

tcagatggaacctccggtrgctataggaccaaataaggx7ntggccgaacaaggacctccaatccaagaacagaggccat 

ctcctaacccctctgattacaatacaacctctggatcagtccccactgagcctaacatcactattaaaacaggggcgaaa 

crrrttaacctcatccagggagcttttcaagctcttaactccacgactccagaggctacctcttcttgttggcttrgct 

agcttcgggcccaccttactatgagggaatggctagaggagggaaattcaatgtgacaaaggaacatagagaccaatgta 

catggggatccxaaaataagcttaccctractgaggtrtctggaaaaggcacctgcatagggatggttcccccatcccac 

caacacctrtgtaaccacactgaagccttraatcgaacctctgagagtcagtatctggtacctggttatgacaggtggtg 

ggcatgtaatactggattaacccctrgtgtttccaccttggttttcaaccaaactaaagacttttgcgttatggtccaaa 

ttgtcccccckjgtotactactatcccgaaaaagcagtcctrgatgaatatgactatagatataatcggccaaaaagagag 

cccatatcccrgacactagctgtaatgcrcggattgggagtggctgcaggcgtgggaacaggaacggctgccctaatcac 

AGGACCGCAACAGCTGGAGAAAGGACTTAGTAACCTACATCGAATTGTAACGGAAGATCTCCAAGCCCTAGAAAAATCTG 
TCAGnTAACCTGGAGGAATCCCTAACCTCCTTATCTGAAGTG GTTCTA CAGAACAGAAGGGGGTTAGATCTGTTATTTCTA 
AAAGAAGGAGGATTATOTGTAGCCTTGAAGGAGGAATGCTGTTTTTATGTGGATCATTCAGGGX3CCATCAGAGACTCCAT 
GAACAAGCTTAGAGAAAGGACTGGAGAGCGCCCGCGGGTCTCGAACAACCCAGACAGGTTGCTTGTTTCAATTAAAGAAC 
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TGTCGAAGTAACCGCTGAGCTAAAGCCAGCTTAGAGAAAGGTTGGAGAAGCOTCGAAGGGAAAAGGAAACTACTCAAGAG 

TGGTTTGAGGGATGGTTCAACAGGTCTCCTTGGTTGGCTACCCTACTTTCTGC'rTTAACAGGACCCTTAATAGTCCTCCT 

CCTGTTACTCACAGTTGGGCCATGTATTATTAACAAGTTAATTGCCTTCATTACJAGAACGAATAAGTGCAGTCCAGATCA 

TGGTACTTAGACAACAGTACCAAAGCCCGTCTAGCAGAGAAGCTGGCCGCTAGCTCTACCAGTTCTAAGATTAGAACTAT 

TAACAAGAGAAGAAGTGGGGAATGAAAGGATGAAAATGCAACCTGACTCTCCCAGAACCCAGGAAGTTAATAAGAAGCTC 

TAAATGCCCTCGAATrCCAGACCCTGTTCCCTATAGGTAAAAGATCATACTTTTTGCTGTTTTAGGGCTTGCTTTCTGCT 

CTGTACAAAACTTTGTGGAAGGGGAAAAACAGGCCCCTGAGTATGTGCCrCTATGCTTGAAACTrCTTGAAACTGCTCCT 

AACTGCTTGTTTGGCTTCTGTAAACCTGCTTGCATAAGATAAAAAGAGGAGAAGTCAATTGCCTAACGGACCCCAGTAAG 

ATCGGGTGTACCACAAAATGTTGAAACACATATCTTGGTGACAACATGTCTCCCCCACCCCGAAACATGCGCAAATGTGT 

AACTCTAAAACAATTTAAATTAATTGGTCCACGAAGCGCGGGCTCTCGAAGTTTTAAATTGACTGGTTTGTGATATTTTG 

AAATGATTGGTTTGTAAAGCGCGGGCTTTGTTGTAAACCCCATAAAAGCTGTCCCGACTCCACACTCGGGGCCGCAGTCC 

TCTACCCCTGCGTGGTGTACGACTGTGGGCCCCAGCGCGCTrGGAATAAAAATCCTCTrGCTGTTTGCATCAAGA CCGCT 

TCTCGTGAGTGATTAAGGGGAGTCGCCTTTTCCGAGCCTGGAGGTTCTTTTTGCTAGTCTTACAACAGCACCTC 

GTTCCTAAGAAGTCTGCGGCCCTCACCCAGTCA 
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SEQUENCE LISTING 

<110> Mayo Foundation for Medical Education and Research 
5 Federspiel, Mark J. 

<120> Methods to inhibit infectious agent transmission associated 
with transplant 

10<130> 150.192WO1 

<150> US 60/135,631 
<151> 1999-05-24 

15<160> 32 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
20<211> 47 
<212> DNA 

<213> Artificial Sequence 

<220> 
25<223> A primer 

<400> 1 

gcgcatgcag atctgatgct taaacaggta gaaattttca ccgatgg 47 

30<210> 2 
<211> 45 
<212> DNA 

<213> Artificial Sequence 

35<220> 

<223> A primer 

<400> 2 

gctgctgcgt cgacttaaac ttcaacttgg tagcctgtat cttcc 45 

40 

<210> 3 
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<211> 659 
<212> PRT 

<213> Porcine endogenous retrovirus 



5<400> 3 

Met His Pro Thr Leu Ser Arg Arg His Leu Pro lie Arg Gly Gly Lys 

15 10 15 

Pro Lys Arg Leu Lys lie Pro Leu Ser Phe Ala Ser lie Ala Trp Phe 
20 25 30 

lOLeu Thr Leu Ser lie Thr Pro Gin Val Asn Gly Lys Arg Leu Val Asp 
35 40 45 

Ser Pro Asn Ser His Lys Pro Leu Ser Leu Thr Trp Leu Leu Thr Asp 

50 55 60 

Ser Gly Thr Gly He Asn He Asn Ser Thr Gin Gly Glu Ala Pro Leu 
1565 70 75 80 

Gly Thr Trp Trp Pro Glu Leu Tyr Val Cys Leu Arg Ser Val He Pro 

85 90 95 

Gly Leu Asn Asp Gin Ala Thr Pro Pro Asp Val Leu Arg Ala Tyr Gly 
100 105 110 

20Phe Tyr Val Cys Pro Gly Pro Pro Asn Asn Glu Glu Tyr Cys Gly Asn 
115 120 125 

Pro Gin Asp Phe Phe Cys Lys Gin Trp Ser Cys Val Thr Ser Asn Asp 

130 135 140 

Gly Asn Trp Lys Trp Pro Val Ser Gin Gin Asp Arg Val Ser Tyr Ser 
25145 150 155 160 

Phe Val Asn Asn Pro Thr Ser Tyr Asn Gin Phe Asn Tyr Gly His Gly 

165 170 175 

Arg Trp Lys Asp Trp Gin Gin Arg Val Gin Lys Asp Val Arg Asn Lys 
180 185 190 

30Gln He Ser Cys His Ser Leu Asp Leu Asp Tyr Leu Lys He Ser Phe 
195 200 205 

Thr Glu Lys Gly Lys Gin Glu Asn He Gin Lys Trp Val Asn Gly Met 

210 215 220 

Ser Trp Gly He Val Tyr Tyr Arg Gly Ser Gly Arg Lys Lys Gly Ser 
35225 230 235 240 

Val Leu Thr He Arg Leu Arg He Glu Thr Gin Met Glu Pro Pro Val 

245 250 255 

Ala He Gly Pro Asn Lys Gly Leu Ala Glu Gin Gly Pro Pro He Gin 
260 265 270 

40Glu Gin Arg Pro Ser Pro Asn Pro Ser Asp Tyr Asn Thr Thr Ser Gly 
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275 

Ser Val Pro Thr Glu 
290 

Phe Asn Leu lie Gin 
5305 

Glu Ala Thr Ser Ser 
325 

Tyr Glu Gly Met Ala 
340 

lOArg Asp Gin Cys Thr 
355 

Val Ser Gly Lys Gly 
370 

His Leu Cys Asn His 
15385 

Tyr Leu Val Pro Gly 
405 

Thr Pro Cys Val Ser 
420 

2 OVal Met Val Gin He 
435 

Val Leu Asp Glu Tyr 
450 

lie Ser Leu Thr Leu 
254S5 

Val Gly Thr Gly Thr 
485 

Lys Gly Leu Ser Asn 
500 

30Leu Glu Lys Ser Val 
515 

Glu Val Val Leu Gin 
530 

Glu Gly Gly Leu Cys 
35545 

Asp His Ser Gly Ala 
565 

Leu Glu Lys Arg Arg 
580 

40Gly Trp Phe Asn Arg 



280 

Pro Asn He Thr He 
295 

Gly Ala Phe Gin Ala 
310 

Cys Trp Leu Cys Leu 
330 

Arg Gly Gly Lys Phe 
345 

Trp Gly Ser Gin Asn 
360 

Thr Cys He Gly Met 
375 

Thr Glu Ala Phe Asn 
390 

Tyr Asp Arg Trp Trp 
410 

Thr Leu Val Phe Asn 
425 

Val Pro Arg Val Tyr 
440 

Asp Tyr Arg Tyr Asn 
455 

Ala Val Met Leu Gly 
470 

Ala Ala Leu He Thr 
490 

Leu His Arg He Val 
505 

Ser Asn Leu Glu Glu 
520 

Asn Arg Arg Gly Leu 
535 

Val Ala Leu Lys Glu 
550 

He Arg Asp Ser Met 
570 

Arg Glu Lys Glu Thr 
585 

Ser Pro Trp Leu Ala 



285 

Lys Thr Gly Ala Lys Leu 
300 

Leu Asn Ser Thr Thr Pro 
315 320 
Ala Ser Gly Pro Pro Tyr 
335 

Asn Val Thr Lys Glu His 
350 

Lys Leu Thr Leu Thr Glu 
365 

Val Pro Pro Ser His Gin 
380 

Arg Thr Ser Glu Ser Gin 
395 400 
Ala Cys Asn Thr Gly Leu 
415 

Gin Thr Lys Asp Phe Cys 
430 

Tyr Tyr Pro Glu Lys Ala 
445 

Arg Pro Lys Arg Glu Pro 
460 

Leu Gly Val Ala Ala Gly 
475 480 
Gly Pro Gin Gin Leu Glu 
495 

Thr Glu Asn Leu Gin Ala 
510 

Ser Leu Thr Ser Leu Ser 
525 

Asp Leu Leu Phe Leu Lys 
540 

Glu Cys Cys Phe Tyr Val 
555 560 
Asn Lys Leu Arg Glu Arg 
575 

Thr Gin Gly Trp Phe Glu 
590 

Thr Leu Leu Ser Ala Leu 
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595 600 
Thr Gly Pro Leu He Val Leu Leu 

610 615 
He He Asn Lys Leu He Ala Phe 
5625 630 
Gin He Met Val Leu Arg Gin Gin 
645 

Ala Gly Arg 



605 

Leu Leu Leu Thr Val Gly Pro Cys 
620 

He Arg Glu Arg He Ser Ala Val 
635 640 
Tyr Gin Ser Pro Ser Ser Arg Glu 
650 655 



10 

<210> 4 
<211> 660 
<212> PRT 

<213> Porcine endogenous retrovirus 

15 

<400> 4 

Met His Pro Thr Leu Ser Arg Arg His Leu Pro He Arg Gly Gly Lys 

15 10 15 

Pro Lys Arg Leu Lys He Pro Leu Ser Phe Ala Ser He Ala Trp Phe 
20 20 25 30 

Leu Thr Leu Ser He Thr Pro Gin Val Asn Gly Lys Arg Leu Val Asp 

35 40 45 

Ser Pro Asn Ser His Lys Pro Leu Ser Leu Thr Trp Leu Leu Thr Asp 
50 55 60 

25Ser Gly Thr Gly He Asn He Asn Ser Thr Gin Gly Glu Ala Pro Leu 
65 70 75 80 

Gly Thr Trp Trp Pro Glu Leu Tyr Val Cys Leu Arg Ser Val He Pro 

85 90 95 

Gly Leu Asn Asp Gin Ala Thr Pro Pro Asp Val Leu Arg Ala Tyr Gly 
30 100 105 110 

Phe Tyr Val Cys Pro Gly Pro Pro Asn Asn Glu Glu Tyr Cys Gly Asn 

115 120 125 

Pro Gin Asp Phe Phe Cys Lys Gin Trp Ser Cys He Thr Ser Asn Asp 
130 135 140 

35Gly Asn Trp Lys Trp Pro Val Ser Gin Gin Asp Arg Val Ser Tyr Ser 
145 150 155 160 

Phe Val Asn Asn Pro Thr Ser Tyr Asn Gin Phe Asn Tyr Gly His Gly 

165 170 175 

Arg Trp Lys Asp Trp Gin Gin Arg Val Gin Lys Asp Val Arg Asn Lys 
40 180 185 190 
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Gin lie Ser Cys His Ser Leu Asp Leu Asp Tyr Leu Lys lie Ser Phe 

195 200 205 

Thr Glu Lys Gly Lys Gin Glu Asn lie Gin Lys Trp Val Asn Gly lie 
210 215 220 

5Ser Trp Gly lie Val Tyr Tyr Gly Gly Ser Gly Arg Lys Lys Gly Ser 
225 230 235 240 

Val Leu Thr lie Arg Leu Arg lie Glu Thr Gin Met Glu Pro Pro Val 

245 250 255 

Ala lie Gly Pro Asn Lys Gly Leu Ala Glu Gin Gly Pro Pro lie Gin 
10 260 265 270 

Glu Gin Arg Pro Ser Pro Asn Pro Ser Asp Tyr Asn Thr Thr Ser Gly 

275 280 285 

Ser Val Pro Thr Glu Pro Asn lie Thr lie Lys Thr Gly Ala Lys Leu 
290 295 300 

15Phe Ser Leu lie Gin Gly Ala Phe Gin Ala Leu Asn Ser Thr Thr Pro 
305 310 315 320 

Glu Ala Thr Ser Ser Cys Trp Leu Cys Leu Ala Ser Gly Pro Pro Tyr 

325 330 335 

Tyr Glu Gly Met Ala Arg Gly Gly Lys Phe Asn Val Thr Lys Glu His 
20 340 345 350 

Arg Asp Gin Cys Thr Trp Gly Ser Gin Asn Lys Leu Thr Leu Thr Glu 

355 360 365 

Val Ser Gly Lys Gly Thr Cys lie Gly Met Val Pro Pro Ser His Gin 
370 375 380 

25His Leu Cys Asn His Thr Glu Ala Phe Asn Arg Thr Ser Glu Ser Gin 
385 390 395 400 

Tyr Leu Val Pro Gly Tyr Asp Arg Trp Trp Ala Cys Asn Thr Gly Leu 

405 410 415 

Thr Pro Cys Val Ser Thr Leu Val Phe Asn Gin Thr Lys Asp Phe Cys 
30 420 425 430 

Val Met Val Gin lie Val Pro Arg Val Tyr Tyr Tyr Pro Glu Lys Ala 

435 440 445 

Val Leu Asp Glu Tyr Asp Tyr Arg Tyr Asn Arg Pro Lys Arg Glu Pro 
450 455 460 

35Ile Ser Leu Thr Leu Ala Val Met Leu Gly Leu Gly Val Ala Ala Gly 
46 5 470 475 480 

Val Gly Thr Gly Thr Ala Ala Leu lie Thr Gly Pro Gin Gin Leu Glu 

485 490 495 

Lys Gly Leu Ser Asn Leu His Arg lie Val Thr Glu Asp Leu Gin Ala 
40 500 505 510 
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Leu Glu Lys Ser Val Ser Asn Leu 
515 520 
Glu Val Val Leu Gin Asn Arg Arg 
530 535 
5Glu Gly Gly Leu Cys Val Ala Leu 
545 550 
Asp His Ser Gly Ala lie Arg Asp 
565 

Leu Glu Arg Arg Arg Arg Glu Arg 
10 580 

Gly Trp Phe Asn Arg Ser Pro Trp 
595 600 
Thr Gly Pro Leu Val Val Leu Leu 
610 615 
15Leu lie Asn Arg Phe Val Ala Phe 
625 630 
Gin lie Met Val Leu Arg Gin Gin 
645 

Glu Thr Asp Leu 
20 660 



6 

Glu Glu Ser Leu Thr Ser Leu Ser 
525 

Gly Leu Asp Leu Leu Phe Leu Lys 
540 

Lys Glu Glu Cys Cys Phe Tyr Val 
555 560 
Ser Met Ser Lys Leu Arg Glu Arg 

570 575 
Glu Ala Asp Gin Gly Trp Phe Glu 
585 590 
Met Thr Thr Leu Leu Ser Ala Leu 
605 

Leu Leu Leu Thr Val Gly Pro Cys 
620 

Val Arg Glu Arg Val Ser Ala Val 
635 640 
Tyr Gin Gly Leu Leu Ser Gin Gly 
650 655 



<210> 5 
<211> 638 
<212> PRT 

25<213> Porcine endogenous retrovirus 



<400> 5 

Met His Pro Thr Leu Asn Arg Arg 
1 5 
30Pro Lys Arg Leu Lys lie Pro Leu 
20 

Leu Thr Leu Ser lie Thr Ser Gin 

35 40 
Ser Leu Asn Ser His Lys Pro Leu 
35 50 55 

Ser Gly Thr Gly He Asn He Asn 
65 70 
Gly Thr Trp Trp Pro Asp Leu Tyr 
85 

40Ser Leu Thr Ser Pro Pro Asp He 



His Leu Pro He Arg Gly Gly Lys 

10 15 
Ser Phe Ala Ser He Ala Trp Phe 
25 30 

Thr Asn Gly Met Arg He Gly Asp 
45 

Ser Leu Thr Trp Leu He Thr Asp 
60 

Asn Thr Gin Gly Glu Ala Pro Leu 

75 80 

Val Cys Leu Arg Ser Val He Pro 

90 95 

Leu His Ala His Gly Phe Tyr Val 
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100 105 110 

Cys Pro Gly Pro Pro Asn Asn Gly Lys His Cys Gly Asn Pro Arg Asp 

115 120 125 

Phe Phe Cys Lys Gin Trp Asn Cys Val Thr Ser Asn Asp Gly Tyr Trp 
5 130 135 140 

Lys Trp Pro Thr Ser Gin Gin Asp Arg Val Ser Phe Ser Tyr Val Asn 
145 150 155 160 

Thr Tyr Thr Ser Ser Gly Gin Phe Asn Tyr Leu Thr Trp lie Arg Thr 
165 170 175 

lOGly Ser Pro Lys Cys Ser Pro Ser Asp Leu Asp Tyr Leu Lys lie Ser 
180 185 190 

Phe Thr Glu Lys Gly Lys Gin Glu Asn lie Leu Lys Trp Val Asn Gly 

195 200 205 

Met Ser Trp Gly Met Val Tyr Tyr Gly Gly Ser Gly Lys Gin Pro Gly 
15 210 215 220 

Ser lie Leu Thr lie Arg Leu Lys lie Asn Gin Leu Glu Pro Pro Met 
225 230 235 240 

Ala lie Gly Pro Asn Thr Val Leu Thr Gly Gin Arg Pro Pro Thr Gin 
245 250 255 

20Gly Pro Gly Pro Ser Ser Asn lie Thr Ser Gly Ser Asp Pro Thr Glu 
260 265 270 

Ser Ser Ser Thr Thr Lys Met Gly Ala Lys Leu Phe Ser Leu He Gin 

275 280 285 

Gly Ala Phe Gin Ala Leu Asn Ser Thr Thr Pro Glu Ala Thr Ser Ser 
25 290 295 300 

Cys Trp Leu Cys Leu Ala Ser Gly Pro Pro Tyr Tyr Glu Gly Met Ala 
305 310 315 320 

Arg Arg Gly Lys Phe Asn Val Thr Lys Glu His Arg Asp Gin Cys Thr 
325 330 335 

3 0Trp Gly Ser Gin Asn Lys Leu Thr Leu Thr Glu Val Ser Gly Lys Gly 
340 345 350 

Thr Cys He Gly Lys Val Pro Pro Ser His Gin His Leu Cys Asn His 

355 360 365 

Thr Glu Ala Phe Asn Gin Thr Ser Glu Ser Gin Tyr Leu Val Pro Gly 
35 370 375 380 

Tyr Asp Arg Trp Trp Ala Cys Asn Thr Gly Leu Thr Pro Cys Val Ser 
385 390 395 400 

Thr Leu Val Phe Asn Gin Thr Lys Asp Phe Cys He Met Val Gin He 
405 410 415 

40Val Pro Arg Val Tyr Tyr Tyr Pro Glu Lys Ala He Leu Asp Glu Tyr 
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420 425 430 

Asp Tyr Arg Asn His Arg Gin Lys Arg Glu Pro lie Ser Leu Thr Leu 

435 440 445 

Ala Val Met Leu Gly Leu Gly Val Ala Ala Gly Val Gly Thr Gly Thr 
5 450 455 460 

Ala Ala Leu Val Thr Gly Pro Gin Gin Leu Glu Thr Gly Leu Ser Asn 
465 470 475 480 

Leu His Arg lie Val Thr Glu Asp Leu Gin Ala Leu Glu Lys Ser Val 
485 490 495 

lOSer Asn Leu Glu Glu Ser Leu Thr Ser Leu Ser Glu Val Val Leu Gin 
500 505 510 

Asn Arg Arg Gly Leu Asp Leu Leu Phe Leu Lys Glu Gly Gly Leu Cys 

515 520 525 

Val Ala Leu Lys Glu Glu Cys Cys Phe Tyr Val Asp His Ser Gly Ala 
15 530 535 540 

lie Arg Asp Ser Met Asn Lys Leu Arg Glu Arg Leu Glu Lys Arg Arg 
545 550 555 560 

Arg Glu Lys Glu Thr Thr Gin Gly Trp Phe Glu Gly Trp Phe Asn Arg 
565 570 575 

20Ser Leu Trp Leu Ala Thr Leu Leu Ser Ala Leu Thr Gly Pro Leu He 
580 585 590 

Val Leu Leu Leu Leu Leu Thr Val Gly Pro Cys He He Asn Lys Leu 

595 600 605 

He Ala Phe He Arg Glu Arg He Ser Ala Val Gin He Met Val Leu 
25 610 615 620 

Arg Gin Gin Tyr Gin Ser Pro Ser Ser Arg Glu Ala Gly Arg 
625 630 635 

<210> 6 
30<211> 704 
<212> DNA 

<213> Porcine endogenous retrovirus 
<400> 6 

35aatgaaagga tgaaaatgca acctgactct cccagaaccc aggaagttaa taagaagctc 60 
taaatgccct cgaattccag accctgttcc ctataggtaa aagatcatac tttttgctgt 120 
tttaaaatat gctttctgct ctgtacaaaa ctttgtggaa ggggaaaaac aggcccctga 180 
gtatgtgcct ctatgcttga aacttcttga aactgctcct aactgcttgt ttggcttctg 240 
taaacctgct tgcataagat aaaaagagga gaagtcaatt gcctaacgga ccccagtaag 3 00 

40atcgggtgta ccacaaaatg ttgaaacaca tatcttggtg acaacatgtc tcccccaccc 360 
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cgaaacatgc 



gcaaatgtgt aactctaaaa caatttaaat taattggtcc acgaagcgcg 
gttttaaatt gactggtttg tgatattttg aaatgattgg tttgtaaagc 
ttgtgaaccc cataaaagct gtcccgactc cacactcggg gccgcagtcc 
cgtggtgtac gactgtgggc cccagcgcgc ttggaataaa aatcctcttg 
caagaccgct tctcgtgagt gattaagggg agtcgccttt tccgagcctg 
ttgctagtct tacatttggg ggctcgtccg ggat 



420 



ggctctcgaa 



480 



gcgggctttg 



540 



tctacccctg 



600 



Sctgtttgcat 



660 



gaggttcttt 



704 



<210> 7 
<211> 633 
10<212> DNA 

<213> Porcine endogenous retrovirus 



<400> 7 



aatgaaagga 


tgaaaataca 


acctaagcta 


atgagaagct 


taaaattgtt 


ctgaattcca 


60 


15gagtttgttc 


cttataggta 


aaagattagg 


ttttttgctg 


ttttaaaata 


tgcggaagta 


120 


aaataggccc 


tgagtacatg 


tctctaggca 


tgaaacttct 


tgaaactatt 


tgagataaca 


180 


agaaaaggga 


gtttctaact 


gcttgtttag 


cttctgtaaa 


actggttgcg 


ccataaagat 


240 


gttgaaatgt 


tgatacacat 


atcttggtga 


caacatgtct 


cccccacccc 


gaaacatgcg 


300 


caaatgtgta 


actctaaaac 


aatttaaatt 


aattggtcca 


cgaagcgcgg 


gctctcgaag 


360 


20ttttaaattg 


actggtttgt 


gatattttga aatgattggt 


ttgtaaagcg 


cgggctttgt 


420 


tgtgaacccc 


ataaaagctg 


tcccgactcc 


acactcgggg 


ccgcagtcct 


ctacccctgc 


480 


gtggtgtacg 


actgtgggcc 


ccagcgcgct 


tggaataaaa 


atcctcttgc 


tgtttgcatc 


540 


aagaccgctt 


ctcgtgagtg 


attaagggga 


gtcgcctttt 


ccgagcctgg 


aggttctttt 


600 


tgctggtctt 


acatttgggg gctcgtccgg gat 






633 



25 



<210> 8 
<211> 20 
<212> DNA 

<213> Porcine endogenous retrovirus 

30 

<400> 8 

tggaaagatt ggcaacagcg 

<210> 9 
35<211> 20 
<212> DNA 

<213> Porcine endogenous retrovirus 



<400> 9 
40agtgatgtta ggctcagtgg 



20 
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<210> 10 
<211> 20 
<212> DNA 

<213> Porcine endogenous retrovirus 

5 

<400> 10 

ttctcctttg tcaattccgg 

<210> 11 
10<211> 20 
<212> DNA 

<213> Porcine endogenous retrovirus 



IStactttatcg ggtcccactg 

<210> 12 
<211> 20 
<212> DNA 

20<213> Porcine endogenous retrovirus 
<400> 12 

ctgacctgga ttagaactgg 

25<210> 13 
<211> 20 
<212> DNA 

<213> Porcine endogenous retrovirus 

30<400> 13 

atgttagagg atggtcctgg 

<210> 14 
<211> 22 
35<212> DNA 

<213> Porcine endogenous retrovirus 



<400> 14 

acctcgagac tcggtggaag gg 
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<210> 15 
<211> 24 
<212> DNA 

<213> Porcine endogenous retrovirus 

5 

<400> 15 

ctgggttctg ggagggttag gttg 24 

<210> 16 
10<211> 24 
<212> DNA 

<213> Porcine endogenous retrovirus 
<400> 16 

15acgtactgga ggagggtcac ctga 24 

<210> 17 
<211> 24 
<212> DNA 

20<213> Porcine endogenous retrovirus 
<400> 17 

gtcccgaacc cttataacct cttg 24 

25<210> 18 
<211> 1980 
<212> DNA 

<213> Porcine endogenous retrovirus 
30<400> 18 

atgcatccca cgttaagccg gcgccacctc ccgattcggg gtggaaagcc gaaaagactg 60 

aaaatcccct taagcttcgc ctccatcgcg tggttcctta ctctgtcaat aactcctcaa 12 0 

gttaatggta aacgccttgt ggacagcccg aactcccata aacccttatc tctcacctgg 180 

ttacttactg actccggtac aggtattaat attaacagca ctcaagggga ggctcccttg 240 

35gggacctggt ggcctgaatt atatgtctgc cttcgatcag taatccctgg tctcaatgac 3 00 

caggccacac cccccgatgt actccgtgct tacgggtttt acgtttgccc agggccccca 360 

aataatgaag aatattgtgg aaatcctcag gatttctttt gcaagcaatg gagctgcgta 420 

acttctaatg atgggaattg gaaatggcca gtctctcagc aagacagagt aagttactct 480 

tttgttaaca atcctaccag ttataatcaa tttaattatg gccatgggag atggaaagat 54 0 

40tggcaacagc gggtacaaaa agatgtacga aataagcaaa taagctgtca ttcgttagac 600 
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ctagattact 


taaaaataag 


tttcactgaa 


aaaggaaaac 


aagaaaatat 


tcaaaagtgg 


660 


gtaaatggta 


tgtcttgggg 


aatagtgtac 


tatagaggct 


ctgggagaaa 


gaaaggatct 


720 


gttctgacta 


ttcgcctcag 


aatagaaact 


cagatggaac 


ctccggttgc 


tataggacca 


780 


aataagggtt 


tggccgaaca 


aggacctcca 


atccaagaac 


agaggccatc 


tcctaacccc 


840 


Stctgattaca 


atacaacctc 


tggatcagtc 


cccactgagc 


ctaacatcac 


tattaaaaca 


900 


ggggcgaaac 


tttttaacct 


catccaggga 


gcttttcaag 


ctcttaactc 


cacgactcca 


960 


gaggctacct 


cttcttgttg 


gctttgctta 


gcttcgggcc 


caccttacta 


tgagggaatg 


1020 


gctagaggag 


ggaaattcaa 


tgtgacaaag 


gaacatagag 


accaatgtac 


atggggatcc 


1080 


caaaataagc 


ttacccttac 


tgaggtttct 


ggaaaaggca 


cctgcatagg 


gatggttccc 


1140 


lOccatcccacc 


aacacctttg 


taaccacact 


gaagccttta 


atcgaacctc 


tgagagtcag 


1200 


tatctggtac 


ctggttatga 


caggtggtgg 


gcatgtaata 


ctggattaac 


cccttgtgtt 


1260 


tccaccttgg 


ttttcaacca 


aactaaagac 


ttttgcgtta 


tggtccaaat 


tgtcccccgg 


1320 


gtgtactact 


atcccgaaaa 


agcagtcctt 


gatgaatatg 


actatagata 


taatcggcca 


1380 


aaaagagagc 


ccatatccct 


gacactagct 


gtaatgctcg 


gattgggagt 


ggctgcaggc 


1440 


15gtgggaacag 


gaacggctgc 


cctaatcaca 


ggaccgcaac 


agctggagaa 


aggacttagt 


1500 


aacctacatc 


gaattgtaac 


ggaaaatctc 


caagccctag 


aaaaatctgt 


cagtaacctg 


1560 


gaggaatccc 


taacctcctt 


atctgaagtg 


gttctacaga 


acagaagggg 


gttagatctg 


1620 


ttatttctaa 


aagaaggagg 


attatgtgta 


gccttaaagg 


aggaatgctg 


tttttatgtg 


1680 


gatcattcag 


gggccatcag 


agactccatg 


aacaagctta 


gagaaaggtt 


ggagaagcgt 


1740 


20cgaagggaaa 


aggaaactac 


tcaagggtgg 


tttgagggat 


ggttcaacag 


gtctccttgg 


1800 


ttggctaccc 


tactttctgc 


tttaacagga 


cccttaatag 


tcctcctcct 


gttactcaca 


1860 


gttgggccat 


gtattattaa 


caagttaatt 


gccttcatta 


gagaacgaat 


aagtgcagtc 


1920 


cagatcatgg 


tacttagaca 


acagtaccaa 


agcccgtcta 


gcagagaagc 


tggccgctag 


1980 



25<210> 19 
<211> 7362 
<212> DNA 

<213> Porcine endogenous retrovirus 



30<400> 19 

tacttcttgg ggaagaccct gggctgctaa ctgggtcttg gctggtccta gtgaaaggat 60 

gaaaatgcaa cctgactcfcc ccagaaccca ggaagttaat aagaagctct aaafcaatgaa 120 

aggatgaaaa tgcaacctga ctctcccaga acccaggaag ttaataagaa gctctaaatg 180 

ccctcgaatt ccagaccctg ttccctatag gtaaaagatc atactttttg ctgttttagg 240 

35gcttgctttc tgctctgtac aaaactttgt ggaaggggaa aaacaggccc ctgagtatgt 3 00 

gcctctatgc ttgaaacttc ttgaaactgc tcctaactgc ttgtttggct tctgtaaacc 360 

tgcttgcata agataaaaag aggagaagtc aattgcctaa cggaccccag taagatcggg 420 

tgtaccacaa aatgttgaaa cacatatctt ggtgacaaca tgtctccccc accccgaaac 480 

atgcgcaaat gtgtaactct aaaacaattt aaattaattg gtccacgaag cgcgggctct 540 

40cgaagtttta aattgactgg tttgtgatat tttgaaatga ttggtttgta aagcgcgggc 600 
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tttgttgtga 


accccataaa 


agctgtcccg 


actccacact 


cggggccgca 


gtcctctacc 


660 


cctgcgtggt 


gtacgactgt 


gggccccagc 


gcgcttggaa 


taaaaatcct 


cttgctgttt 


720 


gcatcaagac 


cgcttctcgt 


gagtgattaa 


ggggagtcgc 


cttttccgag 


cctggaggtt 


780 


ctttttgcta 


gtcttacatt 


tgggggctcg 


tccgggatct 


gtcgcggcca 


cccctaacac 


840 


5ccgagaaccg 


acttggaggt 


aaaaaggatc 


ctctttttaa 


cgtgtatgca 


tgtaccggcc 


900 


ggcgtctctg 


ttctgagtgt 


ctgttttcag 


tggtgcgcgc 


tttcggtttg 


cagctgtcct 


960 


ctcagaccgt 


aaggactggg 


ggactgtgat 


cagcagacgt 


gctaggagga 


tcacaggctg 


1020 


ccaccctggg 


ggacgccccg 


ggaggtgggg 


agagccaggg 


acgcctggtg 


gtctccttct 


1080 


gtcggtcaga 


ggaccgagtt 


ctgttgttga 


agcgaaagct 


tccccctccg 


cggccgtccg 


1140 


lOactcttttgc 


ctgcttgtgg 


aagacgcgga 


cgggtcgcgt 


gtgtctggat 


ctgttggttt 


1200 


ctgttttgtg 


tgtctttgtc 


ttgtgcgtcc 


ttgtctacag 


ttttaatatg 


ggacagacgg 


1260 


tgacgacccc 


tcttagtttg 


actctcgacc 


attggactga 


agttaaatcc 


agggctcata 


1320 


atttgtcagt 


tcaggttaag 


aagggacctt 


ggcagacttt 


ctgtgtctct 


gaatggccga 


1380 


cattcgatgt 


tggatggcca 


tcagagggga 


cctttaattc 


tgagattatc 


ctggctgtta 


1440 


15aagcaattat 


ttttcagact 


ggacccggct 


ctcatcccaa 


tcaggagccc 


tatatcctta 


1500 


cgtggcaaga 


tttggcagag 


gatcctccgc 


catgggttaa 


accttggctg 


aataagccaa 


1560 


gaaagccagg 


tccccgaatt 


ctggctcttg 


gagagaaaaa 


caaacactcg 


gctgaaaaag 


1620 


tcaagccctc 


tcctcatatc 


taccccgaga 


ttgaggagcc 


gccggcttgg 


ccggaacccc 


1680 


aatctgttcc 


cccaccccct 


tatctggcac 


agggtgctgc 


gaggggaccc 


tcfcgcccctc 


1740 


20ctggagctcc 


ggcggtggag 


ggacctgctg 


cagggactcg 


gagccggagg 


ggcgccaccc 


1800 


cggagcggac 


agacgagatc 


gcgacattac 


cgctgcgcac 


gtacggccct 


cccacaccgg 


1860 


ggggccaatt 


gcagcccctc 


cagtattggc 


ccttttcttc 


tgcagatctc 


tataattgga 


1920 


aaactaacca 


tccccctttc 


tcggaggatc 


cccaacgcct 


cacggggttg 


gtggagtccc 


1980 


ttatgttctc 


tcaccagcct 


acttgggatg 


attgtcaaca 


gctgctgcag 


acactcttca 


2040 


25caaccgagga 


gcgagagaga 


attctgttag 


aggctagaaa 


aaatgttcct 


ggggccgacg 


2100 


ggcgacccac 


gcagttgcaa 


aatgagattg 


acatgggatt 


tcccttgact 


cgccccggtt 


2160 


gggactacaa 


cacggctgaa 


ggtagggaga 


gcttgaaaat 


ctatcgccag 


gctctggtgg 


2220 


cgggtctccg 


gggcgcctca 


agacggccca 


ctaatttggc 


taaggtaaga 


gaagtgatgc 


2280 


agggaccgaa 


tgaacccccc 


tctgttttcc 


ttgagaggct 


cttggaagcc 


ttcaggcggt 


2340 


30acaccccttt 


tgatcccacc 


tcagaggccc 


aaaaagcctc 


agtggctttg 


gcctttatag 


2400 


gacagtcagc 


cttggatatt 


agaaagaagc 


ttcagagact 


ggaagggtta 


caggaggctg 


2460 


agttacgtga 


tctagtgaag 


gaggcagaga 


aagtatatta 


caaaagggag 


acagaagaag 


2520 


aaagggaaca 


aagaaaagag 


agagaaagag 


aggaaaggga 


ggaaagacgt 


aataaacggc 


2580 


aagagaagaa 


tttgactaag 


atcttggctg 


cagtggttga 


agggaaaagc 


aatacggaaa 


2640 


35gagagagaga 


ttttaggaaa 


attaggtcag 


gccctagaca 


gtcagggaac 


ctgggcaata 


2700 


ggaccccact 


cgacaaggac 


caatgtgcat 


attgtaaaga 


aaaaggacac 


tgggcaagga 


2760 


actgccccaa 


gaagggaaac 


aaaggactga 


aggtcttagc 


tctgaaagaa 


gataaagact 


2820 


agggaagacg 


gggttcggac 


cccctccccg 


agcccagggt 


aactttgaag 


gtggaggggc 


2880 


aaccagttga 


gttcctggtt 


gataccggag 


cgaaacattc 


agtgctacta 


cagccattag 


2940 


40gaaaactaaa 


agataaaaaa 


tcctgggtga 


tgggtgccac 


agggcaacaa 


cagtatccat 


3000 
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ggactacccg 


aagaacagtt 


gacttgggag 


tgggacgggt 


aacccactcg 


tttctggtca 


3060 


tacctgagtg 


cccagcaccc 


ctcttaggta 


gagacttatt 


gaccaagatg 


ggagcacaaa 


3120 


tttcttttga 


acaagggaaa 


ccagaagtgt 


ctgcaaataa 


caaacctatc 


actgtgttga 


3180 


ccctccaatt 


agatgacgaa 


tatcgactat 


actctcccct 


agtaaagcct 


gatcaaaata 


3240 


5tacaattctg 


gttggaacag 


tttccccaag 


cctgggcaga 


aaccgcaggg 


atgggtttgg 


3300 


caaagcaagt 


tcccccacaa 


gttattcaac 


tgaaggccag 


tgccacacca 


gtgtcagtca 


3360 


gacagtaccc 


cttgagtaaa 


gaagctcaag 


aaggaattcg gccgcatgtc 


caaagattaa 


3420 


tccaacaggg 


catcctagtt 


cctgtccaat 


ctccctggaa 


tactcccctg 


ctaccggtta 


3480 


gaaagcctgg 


gactaatgac 


tatcgaccag 


tacaggactt 


gagagaggtc 


aataaacggg 


3540 


lOtgcaggatat 


acacccaaca 


gtcccgaacc 


cttataacct 


cttgtgtgct 


ctcccacccc 


3600 


aacggagctg 


gtatacagta 


ttggacttaa 


aggatgcctt 


tttctgcctg 


agattacacc 


3660 


ccactagcca 


accacttttt 


gccttcgaat 


ggagagatcc 


aggtacggga 


agaaccgggc 


3720 


agctcacctg 


gacccgactg 


ccccaagggt 


tcaagaactc 


cccgaccatc 


tttgacgaag 


3780 


ccctacacag 


agacctggcc 


aacttcagga 


tccaacaccc 


tcaggtgacc 


ctcctccagt 


3840 


15acgtggatga 


cctgcttctg 


gcgggagcca 


ccaaacagga 


ctgcttagaa 


ggcacgaagg 


3900 


cactactgct 


ggaattgtct 


gacctaggct 


acagagcctc 


tgctaagaag 


gcccagattt 


3960 


gcaggagaga 


ggtaacatac 


ttggggtaca gtttgcggga cgggcagcga 


tggctgacgg 


4020 


aggcacggaa 


gaaaactgta 


gtccagatac 


cggccccaac 


cacagccaaa 


caagtgagag 


4080 


agtttttggg 


gacagctgga 


ttttgcagac 


tgtggatccc 


ggggtttgcg 


accttagcag 


4140 


20ccccactcta 


cccactaacc 


aaagaaaaag 


gggaattctc 


ctgggctcct 


gagcaccaga 


4200 


aggcatttga 


tgctatcaaa 


aaggccctgc 


tgagcgcacc 


tgctctggcc 


ctccctgacg 


4260 


taactaaacc 


ctttaccctt 


tatgtggatg 


agcgtaaggg 


agtagcccgg 


ggagttttaa 


4320 


cccaaactct 


aggaccatgg 


aggagacctg 


ttgcctacct 


gtcaaagaag 


ctcgatcctg 


4380 


tagccagtgg 


ttggcccgta 


tgcctgaagg 


ctatcgcagc 


tgtggccata 


ctggtcaagg 


4440 


2 5acgctgacaa 


attgactttg 


ggacagaata 


taactgtaat 


agccccccat 


gcgttggaga 


4500 


acatcgttcg 


gcagccccca 


gaccgatgga 


tgaccaacgc 


ccgcatgacc 


cactatcaaa 


4560 


gcctgcttct 


cacagagagg 


gtcacgttcg 


ctccaccagc 


cgctctcaac 


cctgccactc 


4620 


ttctgcctga 


agagactgat 


gaaccagtga 


ctcatgattg 


ccatcaacta 


ttgattgagg 


4680 


agactggggt 


ccgcaaggac 


cttacagaca 


taccgctgac 


tggagaagtg 


ttaacctggt 


4740 


3 0tcactgacgg 


aagcagctat 


gtggtggaag 


gtaagaggat 


ggctggggcg 


gcggtggtgg 


4800 


acgggacccg 


cacgatctgg 


gccagcagcc 


tgccggaagg 


aacttcagca 


caaaaggctg 


4860 


agctcatggc 


cctcacgcaa 


gctttgcggc 


tggccgaagg 


gaaatccata 


aacatttata 


4920 


cagacagcag 


gtatgccttt 


gcgactgcac 


acgtacacgg ggccatctat 


aagcaaaggg 


4980 


ggttgcttac 


ctcagcaggg 


agggaaataa 


agaacaaaga 


ggaaattcta 


agcctattag 


5040 


35aagccttaca 


tttgccaaaa 


aggctagcta 


ttatacactg tcctggacat 


cagaaagcca 


5100 


aagatcccat 


atccagaggg 


aaccagatgg 


ctgaccgggt 


tgccaagcag 


gcagcccagg 


5160 


gtgttaacct 


tctgcctatg 


atagaaacac 


ccaaagcccc 


agaacccgga 


cgacagtaca 


5220 


ccctagaaga 


ctggcaagag 


ataaaaaaga 


tagaccagtt 


ctctgagact 


ccggaaggga 


5280 


cctgctatac 


ctcagatggg 


aaggaaatcc 


tgccccacaa 


agaagggtta 


gaatatgtcc 


5340 


40aacagataca 


tcgtctaacc 


cacctaggaa 


ctaaacacct 


gcagcagttg 


gtcagaacat 


5400 
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ctccttatca 


tgttctgagg 


ctaccaggag 


tggctgattc 


ggtggtcaaa 


cactgtgtgc 


5460 


cctgccagct 


ggttaatgct 


aatccttcca 


gaatacctcc 


aggaaagaga 


ctaaggggaa 


5520 


gccacccagg 


cgctcactgg 


gaagtggact 


tcactgaggt 


aaagccggct 


aaatacggaa 


5580 


acaaatatct 


attggttttt 


gtagacacct 


tttcaggatg 


ggtagaggct 


tatcctacta 


5640 


Sagaaagagac 


ttcaaccgtg 


gtggctaaaa 


aaatactgga 


ggaaattttt 


ccaagatttg 


5700 


gaatacctaa 


ggtaataggg 


tcagacaatg 


gtccagcttt 


cgttgcccag 


gtaagtcagg 


57S0 


gactggccaa 


gatattgggg 


attgattgga 


aactgcattg 


tgcatacaga 


ccccaaagct 


5820 


caggacaggt 


agagaggatg 


aatagaacca 


ttaaagagac 


ccttactaaa 


ttgaccgcgg 


5880 


agactggcgt 


taatgattgg 


atagctctcc 


tgccctttgt 


actttttagg 


gttaggaaca 


5940 


lOcccctggaca 


gtttgggctg 


accccctatg 


aattactcta 


cgggggaccc 


cccccattgg 


6000 


tagaaattgc 


ttccgfcacat 


agtgctgacg 


tgctgctttc 


ccagcctttg 


ttctctaggc 


6060 


tcaaggcact 


tgagtgggtg 


agacaacgag 


cgtggaggca 


actccgggag 


gcctactcag 


6120 


gaggaggaga 


cttgcagatc 


ccacatcgtt 


tccaagtggg 


agattcagtc 


tacgttagac 


6180 


gccaccgtgc 


aggaaacctc 


gagactcggt 


ggaagggccc 


ttatcacgta 


cttttgacca 


6240 


15caccaacggc 


tgtgaaagtc 


gaaggaatct 


ccacctggat 


ccatgcatcc 


cacgttaagc 


6300 


cggcgccacc 


tcccgattcg 


gggtggaaag 


ccgaaaagac 


tgaaaatccc 


cttaagcttc 


6360 


gcctccatcg 


cgtggttcct 


tactctgtca 


ataactcctc 


aagtfcaatgg 


taaacgcctt 


6420 


gtggacagcc 


cgaactccca 


taaaccctta 


tctctcacct 


ggttacttac 


tgactccggt 


6480 


acaggtatta 


atattaacag 


cactcaaggg 


gaggctccct 


tggggacctg 


gtggcctgaa 


6540 


20ttatatgt ;t 


gccttcgatc 


agtaatccct 


ggtctcaatg 


accaggccac 


accccccgat 


6600 


gtactccgtg 


cttacgggtt 


ttacgtttgc 


ccaggacccc 


caaataatga 


agaatattgt 


6660 


ggaaatcctc 


aggatttctt 


ttgcaagcaa 


tggagctgcg 


taacttctaa 


tgatgggaat 


6720 


tggaaatggc 


cagtctctca 


gcaagacaga 


gtaagttact 


cttttgttaa 


caatcctacc 


6780 


agttataatc 


aatttaatta 


tggccatggg 


agatggaaag 


attggcaaca 


gcgggtacaa 


6840 


25aaagatgtac 


gaaataagca 


aataagctgt 


cattcgttag 


acctagatta 


cttaaaaata 


6900 


agtttcactg 


aaaaaggaaa 


acaagaaaat 


attcaaaagt 


gggtaaatgg 


tatgtcttgg 


6960 


ggaatagtgt 


actatggagg 


ctctgggaga 


aagaaaggat 


ctgttctgac 


tattcgcctc 


7020 


agaatagaaa 


ctcagatgga 


acctccggtt 


gctataggac 


caaataaggg 


tttggccgaa 


7080 


caaggacctc 


caatccaaga 


acagaggcca 


tctcctaacc 


cctctgatta 


caatacaacc 


7140 


3 0tctggatcag 


tccccactga 


gcctaacatc 


actattaaaa 


caggggcgaa 


actttttaac 


7200 


ctcatccagg 


gagcttttca 


agctcttaac 


tccacgactc 


cagaggctac 


ctcttcttgt 


7260 


tggctttgct 


tagcttcggg 


cccaccttac 


tatgagggaa 


tggctagagg 


agggaaattc 


7320 


aatgtgacaa 


aggaacatag 


agaccaatgt 


acatggggat 


cc 




7362 
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<400> 20 



gatcttggct 


gcagtggttg 


aagggaaaag 


caatacggaa 


agagagagag 


attttaggaa 


60 


aattaggtca 


ggccctagac 


agtcagggaa 


cctgggcaat 


aggaccccac 


tcgacaagga 


12 0 


ccaatgtgca 


tattgtaaag 


aaaaaggaca 


ctgggcaagg 


aactgcccca 


agaagggaaa 


180 


5caaaggactg 


aaggtcttag 


ctctggaaga 


agataaagac 


tagggaagac 


ggggttcgga 


240 


ccccctcccc 


gagcccaggg 


taactttgaa 


ggtggagggg 


caaccagttg 


agttcctggt 


300 


tgataccgga 


gcgaaacatt 


cagtgctact 


acagccatta 


ggaaaactaa 


aagataaaaa 


360 


atcctgggtg 


atgggtgcca 


cagggcaaca 


acagtatcca 


tggactaccc 


gaagaacagt 


420 


tgacttggga 


gtgggacggg 


taacccactc 


gtttctggtc 


atacctgagt 


gcccagcacc 


480 


lOcctcttaggt 


agagactfcat 


tgaccaagat 


gggagcacaa 


atttcttttg 


aacaagggaa 


540 


accagaagtg 


tctgcaaata 


acaaacctat 


cactgtgttg 


accctccaat 


tagatgacga 


600 


atatcgacfca 


tactctcccc 


tagtaaagcc 


tgatcaaaat 


atacaattct 


ggttggaaca 


660 


gtttccccaa 


gcctgggcag 


aaaccgcagg 


gatgggtttg 


gcaaagcaag 


ttcccccaca 


72 0 


agttattcaa 


ctgaaggcca 


gtgccacacc 


agtgtcagtc 


agacagtacc 


ccttgagtaa 


780 


ISagaagctcaa 


gaaggaattc 


ggccgcatgt 


ccaaagatta 


atccaacagg 


gcatcctagt 


840 


tcctgtccaa 


tctccctgga 


atactcccct 


gctaccggtt 


agaaagcctg 


ggactaatga 


900 


ctatcgacca 


gtacaggact 


tgagagaggt 


c aataaacgg 


gtgcaggata 


tacacccaac 


960 


agtcccgaac 


ccttataacc 


tcttgtgtgc 


tctcccaccc 


caacggagct 


ggtatacagt 


1020 


attggactta 


aaggatgcct 


ttttctgcct 


gagattacac 


cccactagcc 


aaccactttt 


1080 


2 Otgccttcgaa 


tggagagatc 


caggtacggg 


aagaaccggg 


cagctcacct 


ggacccgact 


1140 


gccccaaggg 


ttcaagaact 


ccccgaccat 


ctttgacgaa 


gccctacaca 


gagacctggc 


1200 


caacttcagg 


atccaacacc 


ctcaggtgac 


cctcctccag 


tacgtggatg 


acctgcttct 


1260 




accaaacagg actgcttaga 


aggcacgaag 


gcactactgc 


tggaattgtc 


1320 


tgacctaggc 


tacagagcct 


ctgctaagaa 


ggcccagatt 


tgcaggagag 


aggtaacata 


1380 


25cttggggtac 


agtttgcggg 


acgggcagcg 


atggctgacg 


gaggcacgga 


agaaaactgt 


1440 


agtccagata 


ccggccccaa 


ccacagccaa 


acaagtgaga 


gagtttttgg 


ggacagctgg 


1500 


attttgcaga 


ctgtggatcc 


cggggtttgc 


gaccttagca 


gccccactct 


acccactaac 


1560 


caaagaaaaa 


ggggaattct 


cctgggctcc 


tgagcaccag 


aaggcatttg 


atgctatcaa 


1620 


aaaggccctg 


ctgagcgcac 


ctgctctggc 


cctccctgac 


gtaactaaac 


cctttaccct 


1680 


3 Ottatgtggat 


gagcgfcaagg 


gagtagcccg 


gggagt 1 1 1 a 


acccaaactc 


taggaccatg 


1740 


gaggagacct 


gttgcctacc 


tgtcaaagaa 


gctcgatcct 


gtagccagtg 


gttggcccgt 


1800 


a£gcc£gaag 


gctatcgcag 


ctgtggccat 


acfcggt caag 


gacgc£gaca 


aattgacttt 


1860 


gggacagaat 


ataactgtaa 


tagcccccca 


tgcgttggag 


aacatcgttc 


ggcagccccc 


1920 


agaccgatgg 


atgaccaacg 


cccgcatgac 


ccactatcaa 


agcctgcttc 


tcacagagag 


1980 


35ggtcacgttc 


gctccaccag 


ccgctctcaa 


ccctgccact 


cttctgcctg 


aagagactga 


2040 


tgaaccagtg 


actcatgatt 


gccatcaact 


attgattgag 


gagactgggg 


tccgcaagga 


2100 


ccttacagac 


ataccgctga 


ctggagaagt 


gttaacctgg 


ttcactgacg 


gaagcagcta 


2160 


tgtggtggaa 


ggtaagagga 


tggctggggc 


ggcggtggtg 


gacgggaccc 


gcacgatctg 


2220 


ggccagcagc 


ctgccggaag 


gaacttcagc 


acaaaaggct 


gagctcatgg 


ccctcacgca 


2280 


4 Oagctttgcgg 


ctggccgaag 


ggaaatccat 


aaacatttat 


acagacagca 


ggtatgcctt 


2340 
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tgcgactgca 


cacgtacacg 


gggccatcta 


taagcaaagg 


gggttgctta 


cctcagcagg 


2400 


gagggaaata 


aagaacaaag 


aggaaattct 


aagcctatta 


gaagccttac 


atttgccaaa 


2460 


aaggctagct 


attatacact 


gtcctggaca 


tcagaaagcc 


aaagatccca 


tatccagagg 


2520 


gaaccagatg 


gctgaccggg 


ttgccaagca 


ggcagcccag 


ggtgttaacc 


ttctgcctat 


2580 


5gatagaaaca 


cccaaagccc 


cagaacccgg 


acgacagtac 


accctagaag 


actggcaaga 


2640 


gataaaaaag 


atagaccagt 


tctctgagac 


tccggaaggg 


acctgctata 


cctcagatgg 


2700 


gaaggaaatc 


ctgccccaca 


aagaagggtt 


agaatatgtc 


caacagatac 


atcgtctaac 


2760 


ccacctagga 


actaaacacc 


tgcagcagtt 


ggtcagaaca 


tctccttatc 


atgttctgag 


2820 


gctaccagga 


gtggctgatt 


cggtggtcaa 


acactgtgtg 


ccctgccagc 


tggttaatgc 


2880 


lOtaatccttcc 


agaatacctc 


caggaaagag 


actaagggga 


agccacccag 


gcgctcactg 


2940 


ggaagtggac 


ttcactgagg 


taaagccggc 


taaatacgga 


aacaaatatc 


tattggtttt 


3000 


tgtagacacc 


ttttcaggat 


gggtagaggc 


ttatcctact 


aagaaagaga 


cttcaaccgt 


3060 


ggtggctaag 


aaaatactgg 


aggaaatttt 


tccaagattt 


ggaataccta 


aggtaatagg 


3120 


gtcagacaat 


ggtccagctt 


tcgttgccca 


ggtaagtcag 


ggactggcca 


agatattggg 


3180 


1 Sgattgattgg 


aaactgcatt 


gtgcatacag 


accccaaagc 


tcaggacagg 


tagagaggat 


3240 


gaatagaacc 


attaaagaga 


cccttactaa 


attgaccgcg 


gagactggcg 


ttaatgattg 


3300 


gatagctctc 


ctgccctttg 


tgctttttag 


ggttaggaac 


acccctggac 


agtttgggct 


3360 


gaccccctat 


gaattactct 


acgggggacc 


ccccccattg 


gtagaaattg 


cttccgtaca 


3420 


tagtgctgac 


gtgctgcttt 


cccagccttt 


gttctctagg 


ctcaaggcac 


ttgagtgggt 


3480 


2 Ogagacaacga 


gcgtggaggc 


aactccggga 


ggcctactca 


ggaggaggag 


acttgcagat 


3540 


cccacatcgt 


ttccaagtgg 


gagattcagt 


ctacgttaga 


cgccaccgtg 


caggaaacct 


3600 


cgagactcgg 


tggaagggcc 


cttatcacgt 


acttttgacc 


acaccaacgg 


ctgtgaaagt 


3660 


cgaaggaatc 


tccacctgga 


tccatgcatc 


ccacgttaag 


ccggcgccac 


ctcccgattc 


3720 


ggggtggaaa 


gccgaaaaga 


ctgaaaatcc 


ccttaagctt 


cgcctccatc 


gcgtggttcc 


3780 


25ttactctgtc 


aataactcct 


caagttaatg 


gtaaacgcct 


tgtggacagc 


ccgaactccc 


3840 


ataaaccctt 


atctctcacc 


tggttactta 


ctgactccgg 


tacaggtatt 


aatattaaca 


3900 


gcactcaagg 


ggaggctccc 


ttggggacct 


ggtggcctga 


attatatgtc 


tgccttcgat 


3 960 


cagtaatccc 


tggtctcaat 


gaccaggcca 


caccccccga 


tgtactccgt 


gcttacgggt 


4020 


tttacgtttg 


cccaggaccc 


ccaaataatg 


aagaatattg 


tggaaatcct 


caggatttct 


4080 


3 Otttgcaagca 


atggagctgc 


gtaacttcta 


atgatgggaa 


ttggaaatgg 


ccagtctctc 


4140 


agcaagacag 


agtaagttac 


tcttttgtta 


acaatcctac 


cagttataat 


caatttaatt 


4200 


atggccatgg 


gagatggaaa 


gattggcaac 


agcgggtaca 


aaaagatgta 


cgaaataagc 


4260 


aaataagctg 


tcattcgtta 


gacctagatt 


acttaaaaat 


aagtttcact 


gaaaaaggaa 


4320 


aacaagaaaa 


tattcaaaag 


tgggtaaatg 


gtatgtcttg 


gggaatagtg 


tactatggag 


4380 


35gctctgggag 


aaagaaagga 


tc 
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<400> 21 



ccccagagga 


ggtgagaggc 


tgtggcatag 


ggaggcctcc 


ctggaggagg 


ttgaaaggat 


60 


gaaaatgcaa 


cctgactctc 


ccagaaccca 


ggaagttaat 


aagaagctct 


aaatgccctc 


120 


gaattccaga 


ccctgttccc 


tataggtaaa 


agatcatact 


ttttgctgtt 


ttagggcttg 


180 


Sctttctgctc 


tgtacaaaac 


tttgtggaag 


gggaaaaaca 


ggcccctgag 


tatgtgcctc 


240 


tatgcttgaa 


acttcttgaa 


actgctccta 


actgcttgtt 


tggcttctgt 


aaacctgctt 


300 


gcataagata 


aaaagaggag 


aagtcaattg 


cctaacggac 


cccagtaaga 


tcgggtgtac 


360 


cacaaaatgt 


tgaaacacat 


atcttggtga 


caacatgtct 


cccccacccc 


gaaacatgcg 


420 


caaatgtgta 


actctaaaac 


aatttaaatt 


aattggtcca 


cgaagcgcgg 


gctctcgaag 


480 


lOttttaaattg 


actggtttgt 


gatattttga 


aatgattggt 


ttgtaaagcg 


cgggctttgt 


540 


tgtgaacccc 


ataaaagctg 


tcccgactcc 


acactcgggg 


ccgcagtcct 


ctacccctgc 


600 


gtggtgtacg 


actgtgggcc 


ccagcgcgct 


tggaataaaa 


atcctcttgc 


tgtttgcatc 


660 


aagaccgctt 


ctcgtgagtg 


attaagggga 


gtcgcctttt 


ccgagcctgg 


aggttctttt 


720 


tgctagtctt 


acatttgggg 


gctcgtccgg 


gatctgtcgc 


ggccacccct 


aacacccgag 


780 


ISaaccgacttg 


gaggtaaaaa 


ggatcctctt 


tttaacgtgt 


atgcatgtac 


cggccggcgt 


340 


ctctgttctg 


agtgtctgtt 


ttcagtggtg 


cgcgctttcg 


gtttgcagct 


gtcctctcag 


900 


accgtaagga 


ctgggggact 


gtgatcagca 


gacgtgctag 


gaggatcaca 


ggctgccacc 


960 


ctgggggacg 


ccccgggagg 


tggggagagc 


cagggacgcc 


tggtggtctc 


cttctgtcgg 


1020 


tcagaggacc 


gagttctgtt 


gttgaagcga 


aagcttcccc 


ctccgcggcc 


gtccgactct 


1080 


20tttgcctgct 


tgtggaagac 


gcggacgggt 


cgcgtgtgtc 


tggatctgtt 


ggtttctgtt 


1140 


ttgtgtgtct 


ttgtcttgtg 


cgtccttgtc 


tacagtttta 


atatgggaca 


gacggtgacg 


1200 


acccctctta 


gtttgactct 


cgaccattgg 


actgaagtta 


aatccagggc 


tcataatttg 


1260 


tcagttcagg 


ttaagaaggg 


accttggcag 


actttctgtg 


tctctgaatg 


gccgacattc 


1320 


gatgttggat 


ggccatcaga 


ggggaccttt 


aattctgaga 


ttatcctggc 


tgttaaagca 


1380 


25attatttttc 


agactggacc 


cggctctcat 


cccaatcagg 


agccctatat 


ccttacgtgg 


1440 


caagatttgg 


cagaggatcc 


tccgccatgg 


gttaaacctt 


ggctgaataa 


gccaagaaag 


1500 


ccaggtcccc 


gaattctggc 


tcttggagag 


aaaaacaaac 


actcggctga 


aaaagtcaag 


1560 


ccctctcctc 


atatctaccc 


cgagattgag 


gagccgccgg 


cttggccgga 


accccaatct 


1620 


gttcccccac 


ccccttatct 


ggcacagggt 


gctgcgaggg 


gaccctctgc 


ccctcctgga 


1680 


30gctccggcgg 


tggagggacc 


tgctgcaggg 


actcggagcc 


ggaggggcgc 


caccccggag 


1740 


cggacagacg 


agatcgcgac 


attaccgctg 


cgcacgtacg 


gccctcccac 


accggggggc 


1800 


caattgcagc 


ccctccagta 


ttggcccttt 


t c 1 1 c tgcag 


atctctataa 


ttggaaaact 


1860 


aaccatcccc 


ctttctcgga 


ggatccccaa 


cgcctcacgg 


ggttggtgga 


gtcccttatg 


1920 


ttctctcacc 


agcctacttg 


ggatgattgt 


caacagctgc 


tgcagacact 


cttcacaacc 


1980 


35gaggagcgag 


agagaattct 


gttagaggct 


agaaaaaatg 


ttcctggggc 


cgacgggcga 


2040 


cccacgcagt 


tgcaaaatga 


gattgacatg 


ggatttccct 


tgactcgccc 


cggttgggac 


2100 


tacaacacgg 


ctgaaggtag 


ggagagcttg 


aaaatctatc 


gccaggctct 


ggtggcgggt 


2160 


ctccggggcg 


cctcaagacg 


gcccactaat 


ttggctaagg 


taagagaagt 


gatgcaggga 


2220 


ccgaatgaac 


ccccctcrtgt 


tttccttgag 


aggctcttgg 


aagccttcag 


gcggtacacc 


2280 


40ccttttgatc 


ccacctcaga 


ggcccaaaaa 


gcctcagtgg 


ctttggcctt 


tataggacag 


2340 
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tcagccttgg 


atattagaaa 


gaagcttcag 


agactggaag 


ggttacagga 


ggctgagtta 


2400 


cgtgatctag 


tgaaggaggc 


agagaaagta 


tattacaaaa 


gggagacaga 


agaagaaagg 


2460 


gaacaaagaa 


aagagagaga 


aagagaggaa 


agggaggaaa 


gacgtaataa 


acggcaagag 


2520 


aagaatttga 


ctaagatctt 


ggctgcagtg 


gttgaaggga 


aaagcaatac 


ggaaagagag 


2580 


Sagagatttta 


ggaaaattag 


gtcaggccct 


agacagtcag 


ggaacctggg 


caataggacc 


2640 


ccactcgaca 


aggaccaatg 


tgcatattgt 


aaagaaaaag 


gacactgggc 


aaggaactgc 


2700 


cccaagaagg 


gaaacaaagg 


actgaaggtc 


ttagctctgg 


aagaagataa 


agactaggga 


2760 


agacggggtt 


cggaccccct 


ccccgagccc 


agggtaactt 


tgaaggtgga 


ggggcaacca 


2820 


gttgggttcc 


tggttgatac 


cggagcgaaa 


cattcagtgc 


tactacagcc 


attaggaaaa 


2880 


lOctaaaagata 


aaaaatcctg 


ggtgatgggt 


gccacagggc 


aacaacagta 


tccatggact 


2940 


acccgaagaa 


cagttgactt 


gggagtggga 


cgggtaaccc 


actcgtttct 


ggtcatacct 


3000 


gagtgcccag 


cacccctctt 


aggtagagac 


ttattgacca 


agatgggagc 


acaaatttct 


3060 


tttgaacaag 


ggaaaccaga 


agtgtctgca 


aataacaaac 


ctatcactgt 


gttgaccctc 


3120 


caattagatg 


acgaatatcg 


actatactct 


cccctagtaa 


agcctgatca 


aaatatacaa 


3180 


15ttctggttgg 


aacagtttcc 


ccaagcctgg 


gcagaaaccg 


cagggatggg 


tttggcaaag 


3240 


caagttcccc 


cacaagttat 


tcaactgaag 


gccagtgcca 


caccagtgtc 


agtcagacag 


3300 


taccccttga 


gtaaagaagc 


tcaagaagga 


attcggccgc 


atgtccaaag 


attaatccaa 


3360 


cagggcatcc 


tagttcctgt 


ccaatctccc 


tggaatactc 


ccctgctacc 


ggttagaaag 


3420 


cctgggacta 


atgactatcg 


accagtacag 


gacttgagag 


aggtcaataa 


acgggtgcag 


3480 


2 Ogatatacacc 


caacagtccc 


gaacccttat 


aacctcttgt 


gtgctctccc 


accccaacgg 


3540 


agctggtata 


cagtattgga 


cttaaaggat 


gcctfctttct 


gcctgagatt 


acaccccact 


3600 


agccaaccac 


tttttgcctt 


cgaatggaga 


gatccaggta 


cgggaagaac 


cgggcagctc 


3660 


acctggaccc 


gactgcccca 


agggttcaag 


aactccccga 


ccatctttga 


cgaagcccta 


3720 


cacagagacc 


tggccaactt 


caggatccaa 


caccctcagg 


tgaccctcct 


ccagtacgtg 


3780 


25gatgacctgc 


ttctggcggg 


agccaccaaa 


caggactgct 


tagaaggcac 


gaaggcacta 


3840 


ctgctggaat 


tgtctgacct 


aggctacaga 


gcctctgcta 


agaaggccca 


gatttgcagg 


3900 


agagaggtaa 


catacttggg 


gtacagtttg 


cgggacgggc 


agcgatggct 


gacggaggca 


3960 


cggaagaaaa 


ctgtagtcca 


gataccggcc 


ccaaccacag 


ccaaacaagt 


gagagagttt 


4020 


ttggggacag 


ctggattttg 


cagactgtgg 


atcccggggt 


ttgcgacctt 


agcagcccca 


4080 


3 0ctctacccac 


taaccaaaga 


aaaaggggaa 


ttctcctggg 


ctcctgagca 


ccagaaggca 


4140 


tttgatgcta 


tcaaaaaggc 


cctgctgagc 


gcacctgctc 


tggccctccc 


tgacgtaact 


4200 


aaacccttta 


ccctttatgt 


ggatgagcgt 


aagggagtag 


cccggggagt 


tttaacccaa 


4260 


actctaggac 


catggaggag 


acctgttgcc 


tacctgtcaa 


agaagctcga 


tcctgtagcc 


4320 


agtggttggc 


ccgtatgcct 


gaaggctatc 


gcagctgtgg 


ccatactggt 


caaggacgct 


4380 


35gacaaattga 


ctttgggaca 


gaatataact 


gtaatagccc 


accatgcgtt 


ggagaacatc 


4440 


gttcggcagc 


ccccagaccg 


atggatgacc 


aacgcccgca 


tgacccacta 


tcaaagcctg 


45p0 


cttctcacag 


agagggtcac 


gttcgctcca 


ccagccgctc 


tcaaccctgc 


cactcttctg 


4560 


cctgaagaga 


ctgatgaacc 


agtgactcat 


gattgccatc 


aactattgat 


tgaggagact 


4620 


ggggtccgca 


aggaccttac 


agacataccg 


ctgactggag 


aagtgfctaac 


ctggttcact 


4680 


4 Ogacggaagca 


gctatgtggt 


ggaaggtaag 


aggatggctg 


gggcggcggt 


ggtggacggg 


4740 
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acccgcacga 


tctgggccag 


cagcctgccg 


gaaggaactt 


cagcacaaaa 


ggctgagctc 


4800 


atggccctca 


cgcaagcttt 


gcggctggcc 


gaagggaaat 


ccataaacat 


ttatacagac 


4860 


agcaggtatg 


cctttgcgac 


tgcacacgta 


cacggggcca 


tctataagca 


aagggggttg 


4920 


cttacctcag 


cagggaggga 


aataaagaac 


aaagaggaaa 


ttctaagcct 


attagaagcc 


4980 


5ttacatttgc 


caaaaaggct 


agctattata 


cactgtcctg 


gacatcagaa 


agccaaagat 


5040 


cccatatcca 


gagggaacca 


gatggctgac 


cgggttgcca 


agcaggcagc 


ccagggtgtt 


5100 


aaccttctgc 


ctatgataga 


aacacccaaa 


gccccagaac 


ccggacgaca 


gtacacccta 


5160 


gaagactggc 


aagagataaa 


aaagatagac 


cagttctctg agactccgga 


agggacctgc 


5220 


tatacctcag 


atgggaagga 


aatcctgccc 


cacaaagaag 


ggttagaata 


tgtccaacag 


5280 


lOatacatcgtc 


taacccacct 


aggaactaaa 


cacctgcagc 


agttggtcag 


aacatctcct 


5340 


tafccatgttc 


tgaggctacc 


aggagtggct 


gattcggtgg 


tcaaacactg 


tgtgccctgc 


5400 


cagctggtta 


atgctaatcc 


ttccagaata 


cctccaggaa 


agagactaag 


gggaagccac 


5460 


ccaggcgctc 


actgggaagt 


ggacttcact 


gaggtaaagc 


cggctaaata 


cggaaacaaa 


5520 


tatctattgg 


tttttgtaga 


caccttttca 


ggatgggtag 


aggcttatcc 


tactaagaaa 


5580 


lSgagacttcaa 


ccgtggtggc 


taagaaaata 


ctggaggaaa 


tttttccaag 


atttggaata 


5640 


cctaaggtaa 


t agggt caga 


caatggtcca 


gctttcgttg 


cccaggtaag 


tcagggactg 


5700 


gccaagatat 


tggggattga 


ttggaaactg 


cattgtgcat 


acagacccca 


aagctcagga 


5760 


caggtagaga 


ggatgaatag 


aaccattaaa 


gagaccctta 


ctaaattgac 


cgcggagact 


5820 


ggcgttaatg 


attggatagc 


tctcctgccc 


tttgtgcttt 


ttagggttag 


gaacacccct 


5880 


20ggacagtttg 


ggctgacccc 


ctatgaatta 


ctctacgggg 


gacccccccc 


attggtagaa 


5940 


attgcttccg 


tacatagtgc 


tgacgtgctg 


ctttcccagc 


ctttgttctc 


taggctcaag 


6000 


gcacttgagt 


gggtgagaca 


acgagcgtgg 


aggcaactcc 


gggaggccta 


ctcaggagga 


6060 


ggagacttgc 


agatcc 










6076 



25 

<210> 22 
<211> 4918 
<212> DNA 

30<213> Porcine endogenous retrovirus 
<400> 22 

tggattttgc agactgtgga tcccggggtt tgcgacctta gcagccccac tctacccact 60 
aaccaaagaa aaaggggaat tctcctgggc tcctgagcac cagaaggcat ttgatgctat 12 0 

35caaaaaggcc ctgctgagcg cacctgctct ggccctccct gacgtaacta aaccctttac 180 
cctttatgtg gatgagcgta agggagtagc ccggggagtt ttaacccaaa ctctaggacc 240 
atggaggaga cctgttgcct acctgtcaaa gaagctcgat cctgtagcca gtggttggcc 300 
cgtatgcctg aaggctatcg cagctgtggc catactggtc aaggacgctg acaaattgac 360 
tttgggacag aatataactg taatagcccc ccatgcgttg gagaacatcg ttcggcagcc 420 

40cccagaccga tggatgacca acgcccgcat gacccactat caaagcctgc ttctcacaga 4 80 
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gagggtcacg 


ttcgctccac 


cagccgctct 


caaccctgcc 


actcttctgc 


ctgaagagac 


540 


tgatgaacca 


gtgactcatg 


attgccatca 


actattgatt 


gaggagactg 


gggtccgcaa 


600 


ggaccttaca 


gacataccgc 


tgactggaga 


agtgttaacc 


tggttcactg 


acggaagcag 


660 


ctatgtggtg 


gaaggtaaga 


ggatggctgg 


ggcggcggtg 


gtggacggga 


cccgcacgat 


720 


Sctgggccagc 


agcctgccgg 


aaggaacttc 


agcacaaaag 


gctgagctca 


tggccctcac 


780 


gcaagctttg 


cggctggccg 


aagggaaatc 


cataaacatt 


tatacagaca 


gcaggtatgc 


840 


ctttgcgact 


gcacacgtac 


acggggccat 


ctataagcaa 


agggggttgc 


ttacctcagc 


900 


agggagggaa 


ataaagaaca 


aagaggaaat 


tctaagccta 


ttagaagcct 


tacatttgcc 


960 


aaaaaggcta 


gctattatac 


actgtcctgg 


acatcagaaa 


gccaaagatc 


ccatatccag 


1020 


lOagggaaccag 


atggctgacc 


gggttgccaa 


gcaggcagcc 


cagggtgtta 


accttctgcc 


1080 


tatgatagaa 


acacccaaag 


ccccagaacc 


cggacgacag 


tacaccctag 


aagactggca 


1140 


agagataaaa 


aagatagacc 


agttctctga 


gactccggaa 


gggacctgct atacctcaga 


1200 


tgggaaggaa 


atcctgcccc 


acaaagaagg 


gttagaatat 


gtccaacaga 


tacatcgtct 


1260 


aacccaccta 


ggaactaaac 


acctgcagca 


gttggtcaga 


acatctcctt 


atcatgttct 


1320 


15gaggctacca 


ggagtggctg 


attcggtggt 


caaacactgt 


gtgccctgcc 


agctggttaa 


1380 


tgctaatcct 


tccagaatac 


ctccaggaaa 


gagactaagg 


ggaagccacc 


caggcgctca 


144 0 


ctgggaagtg 


gacttcactg 


aggtaaagcc 


ggctaaatac 


ggaaacaaat 


atctattggt 


1500 


ttttgtagac 


accttttcag 


gatgggtaga 


ggcttatcct 


actaagaaag 


agacttcaac 


1560 


cgtggtggct 


aagaaaatac 


tggaggaaat 


ttttccaaga 


tttggaatac 


ctaaggtaat 


1620 


2 Oagggtcagac 


aatggtccag 


ctttcgttgc 


ccaggtaagt 


cagggactgg 


ccaagatatt 


1680 


ggggattgat 


tggaaactgc 


attgtgcata 


cagaccccaa 


agctcaggac 


aggt agagag 


1740 


gatgaataga 


accattaaag 


agacccttac 


taaattgacc 


gcggagactg 


gcgttaatga 


1800 


ttggatagct 


ctcctgccct 


ttgtgctttt 


tagggttagg 


aacacccctg 


gacagtttgg 


1860 


gctgaccccc 


tatgaattac 


tctacggggg 


acccccccca 


ttggtagaaa 


ttgcttccgt 


1920 


25acatagtgct 


gacgtgctgc 


tttcccagcc 


tttgttctct 


aggctcaagg 


cacttgagtg 


1980 


ggtgagacaa 


cgagcgtgga 


ggcaactccg 


ggaggcctac 


tcaggaggag 


gagacttgca 


2040 


gatcccacat 


cgtttccaag 


tgggagattc 


agtctacgtt 


agacgccacc 


gtgcaggaaa 


2100 


cctcgagact 


cggtggaagg 


gcccttatca 


cgtacttttg 


accacaccaa 


cggctgtgaa 


2160 


agtcgaagga 


atctccacct 


ggatccatgc 


atcccacgtt 


aagccggcgc 


cacctcccga 


2220 


3 ottcggggtgg 


aaagccgaaa 


agactgaaaa 


tccccttaag 


cttcgcctcc 


atcgcgtggt 


2280 


tccttactct 


gtcaataact 


cctcaagtta 


atggtaaacg 


ccttgtggac 


agcccgaact 


2340 


cccataaacc 


cttatctctc 


acctggttac 


ttactgactc 


cggtacaggt 


attaatatta 


2400 


acagcactca 


aggggaggct 


cccttgggga 


cctggtggcc 


tgaattatat 


gtctgccttc 


2460 


gatcagtaat 


ccctggtctc 


aatgaccagg 


ccacaccccc 


cgatgtactc 


cgtgcttacg 


2520 


35ggttttacgt 


ttgcccagga 


cccccaaata 


atgaagaata 


ttgtggaaat 


cctcaggatt 


2580 


tcttttgcaa 


gcaatggagc 


tgcgtaactt 


ctaatgatgg 


gaattggaaa 


tggccagtct 


2640 


ctcagcaaga 


cagagtaagt 


tactcttttg 


ttaacaatcc 


taccagttat 


aatcaattta 


2700 


attatggcca 


tgggagatgg 


aaagattggc 


aacagcgggt 


acaaaaagat 


gtacgaaata 


2760 


agcaaataag 


ctgtcattcg 


ttagacctag 


attacttaaa 


aataagtttc 


actgaaaaag 


2820 


4 Ogaaaacaaga 


aaatattcaa 


aagtgggtaa 


atggtatgtc 


ttggggaata 


gtgtactatg 


2880 
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gaggctctgg gagaaagaaa ggatctgttc tgactattcg 
tggaacctcc ggttgctata ggaccaaata agggtttggc 
aagaacagag gccatctcct aacccctctg attacaatac 
ctgagcctaa catcactatt aaaacagggg cgaaactttt 
5ttcaagctct taactccacg actccagagg ctacctcttc 
cgggcccacc ttactatgag ggaatggcta gaggagggaa 
atagagacca atgtacatgg ggatcccaaa ataagcttac 
aaggcacctg catagggatg gttcccccat cccaccaaca 
cctttaatcg aacctctgag agtcagtatc tggtacctgg 

lOgtaatactgg attaacccct tgtgtttcca ccttggtttt 
gcgttatggt ccaaattgtc ccccgggtgt actactatcc 
aatatgacta tagatataat cggccaaaaa gagagcccat 
tgctcggatt gggagtggct gcaggcgtgg gaacaggaac 
cgcaacagct ggagaaagga cttagtaacc tacatcgaat 

15ccctagaaaa atctgtcagt aacctggagg aatccctaac 
tacagaacag aagggggtta gatctgttat ttctaaaaga 
tgaaggagga atgctgtttt tatgtggatc attcaggggc 
agcttagaga aaggttggag aagcgtcgaa gggaaaagga 
agggatggtt caacaggtct ccttggttgg ctaccctact 

20taatagtcct cctcctgtta ctcacagttg ggccatgtat 
tcattagaga acgaataagt gcagtccaga tcatggtact 
cgtctagcag agaagctggc cgctagctct accagttcta 
agaagaagtg gggaatgaaa ggatgaaaat gcaacctgac 
taataagaag ctctaaatgc cctcgaattc cagaccctgt 

25tactttttgc tgttttaggg cttgctttct gctctgtaca 
aacaggcccc tgagtatgtg cctctatgct tgaaacttct 
tgtttggctt ctgtaaacct gcttgcataa gataaaaaga 
ggaccccagt aagatcgggt gtaccacaaa atgttgaaac 
gtctccccca ccccgaaaca tgcgcaaatg tgtaactcta 

30tccacgaagc gcgggctctc gaagttttaa attgactggt 
tggtttgtaa agcgcgggct ttgttgtgaa ccccataaaa 
ggggccgcag tcctctaccc ctgcgtggtg tacgactgtg 
aaaaatcctc ttgctgtttg catcaagacc gcttctcgtg 
ttttccgagc ctggaggttc tttttgctag tcttacagca 

35 

<210> 23 
<211> 7873 
<212> DNA 

<213> Porcine endogenous retrovirus 

40 



cctcagaata 


gaaactcaga 


2940 


cgaacaagga 


cctccaatcc 


3000 


aacctctgga 


tcagtcccca 


3060 


taacctcatc 


cagggagctt 


3120 


ttgttggctt 


tgcttagctt 


3180 


attcaatgtg 


acaaaggaac 


3240 


ccttactgag 


gtttctggaa 


3300 


cctttgtaac 


cacactgaag 


3360 


ttatgacagg 


tggtgggcat 


3420 


caaccaaact 


aaagactttt 


3480 


cgaaaaagca 


gtccttgatg 


3540 


atccctgaca 


ctagctgtaa 


3600 


ggctgcccta 


atcacaggac 


3660 


tgtaacggaa 


gatctccaag 


3720 


ctccttatct 


gaagt ggt tc 


3780 


aggaggatta 


tgtgtagcct 


3840 


catcagagac 


tec atgaac a 


3900 


aactactcaa 


gggtggtttg 


3960 


ttctgcttta 


acaggaccct 


4020 


tattaacaag 


ttaattgect 


4080 


tagacaacag 


taccaaagcc 


414 0 


agattagaac 


tattaacaag 


4200 


tctcccagaa 


cccaggaagt 


4260 


tccctatagg 


taaaagatca 


4320 


aaactttgtg 


gaaggggaaa 


4380 


tgaaactgcfc 


ccfc aactgefc 


4440 


ggagaagtca 


attgectaac 




acatatcttg 


gtgacaacat 


4560 


aaacaattta 


aattaattgg 


4620 


ttgtgatatt 


ttgaaatgat 


4680 


gctgtcccga 


ctccacactc 


4740 


ggccccagcg 


cgcttggaat 


4800 


agtgattaag 


gggagtcgee 


4860 


cctttatttt 


ttccattt 


4918 



WO 00/71726 



PCT/US00/14296 



23 



<400> 23 



ggatctgttg 


gtttctgttt 


tgtgtgtctt 


tgtcttgtgc 


gtccttgtct 


acagttttaa 


60 


tatgggacag 


acggtgacga 


cccctcttag 


tttgactctc 


gaccattgga 


ctgaagttaa 


12 0 


atccagggct 


cataatttgt 


cagttcaggt 


taagaaggga 


ccttggcaga 


ctttctgtgt 


180 


Sctctgaatgg 


ccgacattcg 


atgttggatg 


gccatcagag 


gggaccttta 


attctgagat 


240 


tatcctggct 


gttaaagcaa 


ttatttttca 


gactggaccc 


ggctctcatc 


ccaatcagga 


300 


gccctatatc 


cttacgtggc 


aagatttggc 


agaggatcct 


ccgccatggg 


ttaaaccttg 


360 


gctgaataag 


ccaagaaagc 


caggtccccg 


aattctggct 


cttggagaga 


aaaacaaaca 


420 


ctcggctgaa 


aaagtcaagc 


cctctcctca 


tatctacccc 


gagattgagg 


agccgccggc 


480 


lOttggccggaa 


ccccaatctg 


ttcccccacc 


cccttatctg 


gcacagggtg 


ctgcgagggg 


540 


accctctgcc 


cctcctggag 


ctccggcggt 


ggagggacct 


gctgcaggga 


ctcggagccg 


600 


gaggggcgcc 


accccggagc 


ggacagacga 


gatcgcgaca 


ttaccgctgc 


gcacgtacgg 


660 


ccctcccaca 


ccggggggcc 


aattgcagcc 


cctccagtat 


tggccctttt 


cttctgcaga 


720 


tctctataat 


tggaaaacta 


accatccccc 


fcttctcggag 


gatccccaac 


gcctcacggg 


780 


15gttggtggag 


tcccttatgt 


tctctcacca 


gcctacttgg 


gatgattgtc 


aacagctgct 


840 


gcagacactc 


ttcacaaccg 


aggagcgaga 


gagaattctg 


ttagaggcta 


gaaaaaatgt 


900 


tcctggggcc 


gacgggcgac 


ccacgcagtt 


gcaaaatgag 


attgacatgg 


gatttccctt 


960 


gactcgcccc 


ggttgggact 


acaacacggc 


tgaaggtagg 


gagagcttga 


aaatctatcg 


1020 


ccaggctctg 


gtggcgggtc 


tccggggcgc 


ctcaagacgg 


cccactaatt 


tggctaaggt 


1080 


2 0aagagaagtg 


atgcagggac 


cgaatgaacc 


cccctctgtt 


ttccttgaga 


ggctcttgga 


1140 


agccttcagg 


cggtacaccc 


cttttgatcc 


cacctcagag 


gcccaaaaag 


cctcagtggc 


1200 


tttggccttt 


ataggacagt 


cagccttgga 


tattagaaag 


aagcttcaga 


gactggaagg 


1260 


gttacaggag 


gctgagttac 


gtgatctagt 


aaaggaggca 


gagaaagtat 


attacaaaag 


1320 


ggagacagaa 


gaagaaaggg 


aacaaagaaa 


agagagagaa 


agagaggaaa 


gggaggaaag 


1380 


25acgtaataaa 


cggcaagaga 


agaatttgac 


taagatcttg 


gctgcagtgg 


ttgaagggaa 


1440 


aagcaatacg 


gaaagagaga 


gagattttag 


gaaaattagg 


tcaggcccta 


gacagtcagg 


1500 


gaacctgggc 


aataggaccc 


cactcgacaa 


ggaccaatgt 


gcatattgta 


aagaaaaagg 


1560 


acactgggca 


aggaactgcc 


ccaagaaggg 


aaacaaagga 


ctgaaggtct 


tagctctgga 


1620 


agaagataaa 


gactagggaa gacggggttc 


ggaccccctc 


cccgagccca 


gggtaacttt 


1680 


30gaaggtggag 


gggcaaccag 


tfcgagttcct 


ggttgatacc 


ggagcgaaac 


attcagtgct 


1740 


actacagcca 


ttaggaaaac 


taaaagataa 


aaaatcctgg 


gtgatgggtg 


ccacagggca 


1800 


acaacagtat 


ccatggacta 


cccgaagaac 


agttgacttg 


aaaotaaaa c 


gggt aac c c a 


1860 


ctcgtttctg 


gtcatacctg 


agtgcccagc 


acccctctta 


ggtagagact 


tattgaccaa 


1920 


gatgggagca 


caaatttctt 


ttgaacaagg 


gaaaccagaa 


gtgtctgcaa 


ataacaaacc 


1980 


35tatcactgtg 


ttgaccctcc 


aattagatga 


cgaatatcga 


ctatactctc 


ccctagtaaa 


2040 


gcctgatcaa 


aatatacaat 


tctggttgga 


acagtttccc 


caagcctggg 


cagaaaccgc 


2100 


agggatgggt 


ttggcaaagc 


aagttccccc 


acaagttatt 


caactgaagg 


ccagtgccac 


2160 


accagtgtca 


gtcagacagt 


accccttgag 


taaagaagct 


caagaaggaa 


ttcggccgca 


2220 


tgtccaaaga 


ttaatccaac 


agggcatcct 


agttcctgtc 


caatctccct 


ggaatactcc 


2280 


40cctgctaccg 


gttagaaagc 


ctgggactaa 


tgactatcga 


ccagtacagg 


acttgagaga 


2340 
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ggtcaataaa 


cgggtgcagg 


atatacaccc 


aacagtcccg 


aacccttata 


acctcttgtg 


2400 


tgctctccca 


ccccaacgga 


gctggtatac 


agtattggac 


ttaaaggatg 


cctttttctg 


2460 


cctgagatta 


caccccacta 


gccaaccact 


ttttgccttc 


gaatggagag 


atccaggtac 


2520 


gggaagaacc 


gggcagctca 


cctggacccg 


actgccccaa 


gggttcaaga 


actccccgac 


2580 


5catctttgac 


gaagccctac 


acagagacct 


ggccaacttc 


aggatccaac 


accctcaggt 


2640 


gaccctcctc 


cagtacgtgg 


atgacctgct 


tctggcggga 


gccaccaaac 


aggactgctt 


2700 


agaaagcacg 


aaggcactac 


tgctggaatt 


gtctgaccta 


ggctacagag 


cctctgctaa 


27S0 


gaaggcccag 


atttgcagga 


gagaggtaac 


atacttgggg 


tacagtttgc 


gggacgggca 


2820 


gcgatggctg 


acggaggcac 


ggaagaaaac 


tgtagtccag 


ataccggccc 


caaccacagc 


2880 


lOcaaacaagtg 


agagagtttt 


tggggacagc 


tggattttgc 


agactgtgga 


tcccggggtt 


2940 


tgcgacctta 


gcagccccac 


tctacccact 


aaccaaagaa 


aaaggggaat 


tctcctgggc 


3000 


tcctgagcac 


cagaaggcat 


ttgatgctat 


caaaaaggcc 


ctgctgagcg 


cacctgctct 


3060 


ggccctccct 


gacgtaacta 


aaccctttac 


cctttatgtg 


gatgagcgta 


agggagtagc 


3120 


ccggggagtt 


ttaacccaaa 


ctctaggacc 


atggaggaga 


cctgttgcct 


acctgtcaaa 


3180 


15gaagctcgat 


cctgtagcca 


gtggttggcc 


cgtatgcctg 


aaggctatcg 


cagctgtggc 


3240 


catactggtc 


aaggacgctg 


acaaattgac 


tttgggacag 


aatataactg 


taatagcccc 


3300 


ccatgcgttg 


gagaacatcg 


ttcggcagcc 


cccagaccga 


tggatgacca 


acgcccgcat 


3360 


gacccactat 


caaagcctgc 


ttctcacaga 


gagggtcacg 


ttcgctccac 


cagccgctct 


3420 


caaccctgcc 


actcttctgc 


ctgaagagac 


tgatgaacca 


gtgactcatg 


attgccatca 


3480 


20actattgatt 


gaggagactg 


gggtccgcaa 


ggaccttaca 


gacataccgc 


tgactggaga 


3540 


agtgttaacc 


tggttcactg 


acggaagcag 


ctatgtagtg 


gaaggtaaga 


ggatggctgg 


3600 


ggcggcggtg 


gtggacggga 


cccgcacgat 


ctgggccagc 


agcctgccgg 


aaggaacttc 


3660 


agcacaaaag 


gctgagctca 


tggccctcac 


gcaagctttg 


cggctggccg 


aagggaaatc 


3720 


cataaacatt 


tatacagaca 


gcaggtatgc 


ctttgcgact 


gcacacgtac 


acggggccat 


3780 


25ctataagcaa 


agggggttgc 


ttacctcagc 


agggagggaa 


ataaagaaca 


aagaggaaat 


3840 


tctaagccta 


ttagaagcct 


tacatttgcc 


aaaaaggcta 


gctattatac 


actgtcctgg 


3900 


acatcagaaa 


gccaaagatc 


ccatatccag 


agggaaccag 


atggctgacc 


gggttgccaa 


3960 


gcaggcagcc 


cagggtgtta 


accttctgcc 


tatgatagaa 


acacccaaag 


ccccagaacc 


4020 


cggacgacag 


tacaccctag 


aagactggca 


agagataaaa 


aagatagacc 


agttctctga 


4080 


3 Ogactccggaa 


gggacctgct 


atacctcaga 


tgggaaggaa 


atcctgcccc 


acaaagaagg 


4140 


gttagaatat 


gtccaacaga 


tacatcgtct 


aacccaccta 


ggaactaaac 


acctgcagca 


4200 


gttggtcaga 


acatctcctt 


atcatgttct 


gaggctacca 


ggagtggctg 


attcggtggt 


4260 


caaacactgt 


gtgccctgcc 


agctgggtaa 


agccggctaa 


atacggaaac 


aaatatctat 


4320 


tggtttttgt 


agacaccttt 


tcaggatggg 


tagaggctta 


tcctactaag 


aaagagactt 


4380 


35caaccgtggt 


ggcttagaaa 


atactggagg 


gaaatttttc 


caagatttgg 


aatacctaag 


4440 


gtaatagggt 


cagacaatgg 


tccagctttc 


gttgcccagg 


taagtcaggg 


actggccaag 


4500 


atattgggga 


ttgattggaa 


actgcattgt 


gcatacagac 


cccaaagctc 


aggacaggta 


4560 


gagaggatga 


atagaaccat 


taaagagacc 


cttactaaat 


tgaccgcgga 


gactggcgtt 


4620 


aatgattgga 


fcagctctcct 


gccctttgtg 


ctttttaggg 


ttaggaacac 


ccctggacag 


4680 


40tttgggctga 


ccccctataa 


attactctac 


gggggacccc 


ccccattggt 


agaaattgct 


4740 
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tccgtacata 


gtgctgacgt 


gctgctttcc 


cagcctttgt 


tctctaggct 


caaggcactt 


4800 


gagtgggtga 


gacaacgagc 


gtggaggcaa 


ctccgggagg 


cctactcagg 


aggaggagac 


4860 


ttgcagatcc 


cacatcgttt 


ccaagtggga 


gattcagtct 


acgttagacg 


ccaccgtgca 


4920 


ggaaacctcg 


agactcggtg 


gaagggccct 


tatcacgtac 


ttttgaccac 


accaacggct 


4980 


Sgtgaaagtcg 


aaggaatctc 


cacctggatc 


catgcatccc 


acgttaagcc 


ggcgccacct 


5040 


cccgattcgg 


ggtggaaagc 


cgaaaagact 


gaaaatcccc 


ttaagcttcg 


cctccatcgc 


5100 


gtggttcctt 


actctgtcaa 


taactcctca 


agttaatggt 


aaacgccttg 


tggacagccc 


5160 


gaactcccat 


aaacccttat 


ctctcacttg 


gttacttact 


gactccggta 


caggtattaa 


5220 


tattaacagc 


actcaagggg 


aggctccctt 


ggggacctgg 


tggcctgaat 


tatatgtctg 


5280 


lOccttcgatca 


gfcaatccctg 


gtctcaatga 


ccaggccaca 


ccccccgatg 


tactccgtgc 


5340 


ttacgggttt 


tacgtttgcc 


caggaccccc 


aaataatgaa 


gaatattgtg 


gaaatcctca 


5400 


ggatttcttt 


tgcaagcaat 


ggagctgcgt 


aacttctaat 


gatgggaatt 


ggaaatggcc 


5460 


agtctctcag 


caagacagag 


taagttactc 


ttttgttaac 


aatcctacca 


gttataatca 


5520 


atttaattat 


ggccatggga 


gatggaaaga 


ttggcaacag 


cgggtacaaa 


aagatgtacg 


5580 


ISaaataagcaa 


ataagctgtc 


attcgttaga 


cctagattac 


ttaaaaataa 


gtttcactga 


5640 


aaaaggaaaa 


caagaaaata 


ttcaaaagtg 


ggtaaatggt 


atgtcttggg 


gaatagtgta 


5700 


ctatggaggc 


tctgggagaa 


agaaaggatc 


tgttctgact 


attcgcctca 


gaatagaaac 


5760 


tcagatggaa 


cctccggttg 


ctataggacc 


aaataagggt 


ttggccgaac 


aaggacctcc 


5820 


aatccaagaa 


cagaggccat 


ctcctaaccc 


ctctgattac 


aatacaacct 


ctggatcagt 


5880 


20ccccactgag 


cctaacatca 


ctattaaaac 


aggggcgaaa 


ctttttaacc 


tcatccaggg 


5940 


agcttttcaa 


gctcttaact 


ccacgactcc 


agaggctacc 


tcttcttgtt 


ggctttgctt 


6000 


agcttcgggc 


ccaccttact 


atgagggaat 


ggctagagga 


gggaaattca 


atgtgacaaa 


6060 


ggaacataga 


gaccaatgta 


catggggatc 


ccaaaataag 


cttaccctta 


ctgaggtttc 


6120 


tggaaaaggc 


acctgcatag 


ggatggttcc 


cccatcccac 


caacaccttt 


gtaaccacac 


6180 


25tgaagccttt 


aatcgaacct 


ctgagagtca 


gtatctggta 


cctggttatg 


acaggtggtg 


6240 


ggcatgtaat 


actggattaa 


ccccttgtgt 


ttccaccttg 


gttttcaacc 


aaactaaaga 


6300 


cttttgcgtt 


atggtccaaa 


ttgtcccccg 


ggtgtactac 


tatcccgaaa 


aagcagtcct 


6360 


tgatgaatat 


gactatagat 


ataatcggcc 


aaaaagagag 


cccatatccc 


tgacactagc 


6420 


tgtaatgctc 


ggattgggag 


tggctgcagg 


cgtgggaaca 


ggaacggctg 


ccctaatcac 


6480 


30aggaccgcaa 


cagctggaga 


aaggacttag 


taacctacat 


cgaattgtaa 


cggaagatct 


6540 


ccaagcccta 


gaaaaatctg 


tcagtaacct 


ggaggaatcc 


ctaacctcct 


tatctgaagt 


6600 


ggttctacag 


aacagaaggg 


ggttagatct 


gttatttcta 


aaagaaggag 


gattatgtgt 


6660 


agccttgaag 


gaggaatgct 


gtttttatgt 


ggatcattca 


ggggccatca 


gagactccat 


6720 


gaacaagctt 


agagaaagga 


ctggagagcg 


cccgcgggtc 


tcgaacaacc 


cagacaggtt 


6780 


35gcttgtttca 


attaaagaac 


tgtcgaagta 


accgctgagc 


taaagccagc 


ttagagaaag 


6840 


gttggagaag 


cgtcgaaggg 


aaaaggaaac 


tactcaagag 


tggtttgagg 


gatggttcaa 


6900 


caggtctcct 


tggttggcta 


ccctactttc 


tgctttaaca 


ggacccttaa 


tagtcctcct 


6960 


cctgttactc 


acagttgggc 


catgtattat 


taacaagtta 


attgccttca 


ttagagaacg 


7020 


aataagtgca 


gtccagatca 


tggtacttag 


acaacagtac 


caaagcccgt 


ctagcagaga 


7080 


40agctggccgc 


tagctctacc 


agttctaaga 


ttagaactat 


taacaagaga 


agaagtgggg 


7140 
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aatgaaagga 


tgaaaatgca 


acctgactct 


cccagaaccc 


aggaagttaa 


taagaagctc 


7200 


taaatgccct 


cgaattccag 


accctgttcc 


ctataggtaa 


aagatcatac 


tttttgctgt 


7260 


tttagggctt 


gctttctgct 


ctgtacaaaa 


ctttgtggaa 


ggggaaaaac 


aggcccctga 


7320 


gtatgtgcct 


ctatgcttga 


aacttcttga 


aactgctcct 


aactgettgt 


ttggcttctg 


7380 


5taaacctgct 


tgcataagat 


aaaaagagga 


gaagtcaatt 


gectaaegga 


ccccagtaag 


744 0 


atcgggtgta 


ccacaaaatg 


ttgaaacaca 


tatcttggtg 


acaacatgtc 


tcccccaccc 


7500 


cgaaacatgc 


gcaaatgtgt 


aactctaaaa 


caatttaaat 


taattggtcc 


aegaagegeg 


7560 


ggctctcgaa 


gttttaaatt 


gactggtttg 


tgatattttg 


aaatgattgg 


tttgtaaagc 


7620 


gcgggctttg 


ttgtaaaccc 


cataaaagct 


gtcccgactc 


cacactcggg 


gccgcagtcc 


7680 


lOtctacccctg 


cgtggtgtac 


gactgtgggc 


cccagcgcgc 


ttggaataaa 


aatcctcttg 


7740 


ctgtttgcat 


caagaccgct 


tctcgtgagt 


gattaagggg 


agtcgccttt 


tccgagcctg 


7800 


gaggttcttt 


ttgctagtct 


tacaacagca 


cctcagtttt 


gttcctaaga 


agtctgegge 


7860 


cctcacccag 


tea 










7873 



<210> 24 
<211> 20 
<212> DNA 
20<213> Rous sarcoma virus 

<400> 24 

gggacgaggt tatgeegctg 

25<210> 25 
<211> 20 
<212> DNA 

<213> Rous sarcoma virus 

30<400> 25 

gggcgtgcgc gcattaccac 

<210> 26 
<211> 20 
35<212> DNA 

<213> Rous sarcoma virus 

<400> 26 

gaccgaccca gggaacaatc 
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<210> 27 
<211> 20 
<212> DNA 

<213> Rous sarcoma virus 

5 

<400> 27 

atgaggaaaa ttgcgggtgg 

<210> 28 
10<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 
15<223> A primer 

<400> 28 

ggaatgtgac tggtaatgga 

20<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

25<220> 

<223> A primer 

<400> 29 

gccttagtga tggtgatggt 

30 

<210> 30 

<211> 21 

<212> DNA 

<213> Mus musculus 

35 

<400> 30 

ccatccgtct tcatcttccc t 



<210> 31 
40<211> 21 
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<212> DNA 

<213> Mus musculus 

<400> 31 

Stggtgcggtg tccttgtagt t . 21 

<210> 32 
<211> 6076 
<212> DNA 

10<213> Porcine endogenous retrovirus 



<400> 32 



ggagtttgag 


ttttatcgaa 


tttgaaacag 


tggtttacat 


ggagattgta 


gtgaaaggat 


60 


gaaaatgcaa 


cctgactctc 


ccagaaccca 


ggaagttaat 


aagaagctct 


aaatgccctc 


120 


15gaattccaga 


ccctgttccc 


tataggtaaa 


agatcatact 


ttttgctgtt 


ttagggcttg 


180 


ctttctgctc 


tgtacaaaac 


tttgtggaag 


gggaaaaaca 


ggcccctgag 


tatgtgcctc 


240 


tsfcgcttigaa 


acttcttgaa 


actgctccta 


actgcttgtt 


tggcttctgt 


aaacctgctt 


300 


gcataagata 


aaaagaggag 


aagtcaattg 


cctaacggac 


cccagtaaga 


tcgggtgtac 


360 


cacaaaatgt 


tgaaacacat 


atcttggtga 


caacatgtct 


cccccacccc 


gaaacatgcg 


420 


2 0 caaatgtg t a 


actctaaaac 


aatttaaatt 


aattggtcca 


cgaagcgcgg 


gctctcgaag 


480 


fctttaaattg 




gatattttga 


aatgattzggtz 


ttgtaaagcg 


caaactttat 


540 


tgtgaacccc 


ataaaagctg 


tcccgactcc 


acactcgggg 


ccgcagtcct 


ctacccctgc 


600 


gtggtgtacg 


actgtgggcc 


ccagcgcgct 


tggaataaaa 


atcctcttgc 


tgtttgcatc 


660 


aagaccgctt 


ctcgtgagtg 


attaagggga 


gtcgcctttt 


ccgagcctgg 


aggttctttt 


720 


25tgctagtctt 


acatttgggg 


gctcgtccgg 


gatctgtcgc 


ggccacccct 


aacacccgag 


780 


aaccgacttg 


gaggtaaaaa 


ggatcctctt 


tttaacgtgt 


atgcatgtac 


cggccggcgt 


840 


ctctgttctg 


agtgtctgtt 


ttcagtggtg 


cgcgctttcg 


gtttgcagct 


gtcctctcag 


900 


accgtaagga 


ctgggggact 


gtgatcagca 


gacgtgctag 


gaggatcaca 


ggctgccacc 


960 


ctgggggacg 


ccccgggagg 


tggggagagc 


cagggacgcc 


tggtggtctc 


cttctgtcgg 


1020 


3 Otcagaggacc 


gagttctgtt 


gttgaagcga 


aagcttcccc 


ctccgcggcc 


gtccgactct 


1080 


tttgcctgct 


tgtggaagac 


gcggacgggt 


cgcgtgtgtc 


tggatctgtt 


ggtttctgtt 


1140 


ttgtgtgtct 


ttgtcttgtg 


cgtccttgtc 


tacagtttta 


atatgggaca 


gacggtgacg 


1200 


acccctctta 


gtttgactct 


cgaccattgg 


actgaagtta 


aatccagggc 


tcataatttg 


1260 


tcagttcagg 


ttaagaaggg 


accttggcag 


actttctgtg 


tctctgaatg 


gccgacattc 


1320 


3 Sgatgttggat 


ggccatcaga 


ggggaccttt 


aattctgaga 


ttatcctggc 


tgttaaagca 


1380 


attatttttc 


agactggacc 


cggctctcat 


cccaatcagg 


agccctatat 


ccttacgtgg 


1440 


caagatttgg 


cagaggatcc 


tccgccatgg 


gttaaacctt 


ggctgaataa 


gccaagaaag 


1500 


ccaggtcccc 


gaattctggc 


tcttggagag 


aaaaacaaac 


actcggctga 


aaaagtcaag 


1560 


ccctctcctc 


atatctaccc 


cgagattgag 


gagccgccgg 


cttggccgga 


accccaatct 


1620 


4 0gttcccccac 


ccccttatct 


ggcacagggt 


gctgcgaggg 


gaccctctgc 


ccctcctgga 


1680 
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gctccggcgg 


tggagggacc 


tgctgcaggg 


actcggagcc 


ggaggggcgc 


caccccggag 


1740 


cggacagacg 


agatcgcgac 


attaccgctg 


cgcacgtacg 


gccctcccac 


accggggggc 


1800 


caattgcagc 


ccctccagta 


ttggcccttt 


tcttctgcag 


atctctataa 


ttggaaaact 


1860 


aaccatcccc 


ctttctcgga 


ggatccccaa 


cgcctcacgg 


ggttggtgga 


gtcccttatg 


1920 


Sttctctcacc 


agcctacttg 


ggatgattgt 


caacagctgc 


tgcagacact 


cttcacaacc 


1980 


gaggagcgag 


agagaattct 


gttagaggct 


agaaaaaatg 


ttcctggggc 


cgacgggcga 


2040 


cccacgcagt 


tgcaaaatga 


gattgacatg 


ggatttccct 


tgactcgccc 


cggttgggac 


2100 


tacaacacgg 


ctgaaggtag 


ggagagcttg 


aaaatctatc 


gccaggctct 


ggtggcgggt 


2160 


ctccggggcg 


cctcaagacg 


gcccactaat 


ttggctaagg 


taagagaagt 


gatgcaggga 


2220 


1 0 ccgaatgaac 


ccccctctgt 


tttccttgag 


aggctcttgg 


aagccttcag 


gcggtacacc 


2280 


ccttttgatc 


ccacctcaga 


ggcccaaaaa 


gcctcagtgg 


ctttggcctt 


tataggacag 


2340 


tcagccttgg 


atattagaaa 


gaagcttcag 


agactggaag 


ggttacagga 


ggctgagtta 


2400 


cgtgatctag 


tgaaggaggc 


agagaaagta 


tattacaaaa 


gggagacaga 


agaagaaagg 


2460 


gaacaaagaa 


aagagagaga 


aagagaggaa 


agggaggaaa 


gacgtaataa 


acggcaagag 


2520 


ISaagaatttga 


ctaagatctt 


ggctgcagtg 


gttgaaggga 


aaagcaatac 


ggaaagagag 


2580 


agagatttta 


ggaaaattag 


gtcaggccct 


agacagtcag 


ggaacctggg 


caataggacc 


2640 


ccactcgaca 


aggaccaatg 


tgcatattgt 


aaagaaaaag 


gacactgggc 


aaggaactgc 


2700 


cccaagaagg 


gaaacaaagg 


actgaaggtc 


ttagctctgg 


aagaagataa 


agactaggga 


2760 


agacggggtt 


cggaccccct 


ccccgagccc 


agggtaactt 


tgaaggtgga 


ggggcaacca 


2820 


20gttgagtt.cc 


tggttgatac 


cggagcgaaa 


cattcagtgc 


tactacagcc 


attaggaaaa 


2880 


ctaaaagata 


aaaaatcctg 


ggtgatgggt 


gccacagggc 


aacaacagta 


tccatggact 


2940 


acccgaagaa 


cagttgactt 


gggagtggga 


cgggtaaccc 


actcgtttct 


ggtcatacct 


3000 


gagtgcccag 


cacccctctt 


aggtagagac 


ttattgacca 


agatgggagc 


acaaatttct 


3060 


tttgaacaag 


ggaaaccaga 


agtgtctgca 


aataacaaac 


ctatcactgt 


gttgaccctc 


3120 


25caattagatg 


acgaatatcg 


actatactct 


cccctagtaa 


agcctgatca 


aaatatacaa 


3180 


ttctggttgg 


aacagtttcc 


ccaagcctgg 


gcagaaaccg 


cagggatggg 


tttggcaaag 


3240 


caagttcccc 


cacaagttat 


tcaactgaag 


gccagtgcca 


caccagtgtc 


agtcagacag 


3300 


taccccttga 


gtaaagaagc 


tcaagaagga 


attcggccgc 


atgtccaaag 


attaatccaa 


3360 


cagggcatcc 


tagttcctgt 


ccaatctccc 


tggaatactc 


ccctgctacc 


ggttagaaag 


3420 


30cctgggacta 


atgactatcg 


accagtacag 


gacttgagag 


aggtcaataa 


acgggtgcag 


3480 


gatatacacc 


caacagtccc 


gaacccttat 


aacctcttgt 


gtgctctccc 


accccaacgg 


3540 


agctggtata 


cagtattgga 


cttaaaggat 


gcctttttct 


gcctgagatt 


acaccccact 


3600 


agccaaccac 


tttttgcctt 


cgaatggaga 


gatccaggta 


cgggaagaac 


cgggcagctc 


3660 


acctggaccc 


gactgcccca 


agggttcaag 


aactccccga 


ccatctttga 


cgaagcccta 


3720 


35cacagagacc 


tggccaactt 


caggatccaa 


caccctcagg 


tgaccctcct 


ccagtacgtg 


3780 


gatgacctgc 


ttctggcggg 


agccaccaaa 


caggactgct 


tagaaggcac 


gaaggcacta 


3840 


ctgctggaat 


tgtctgacct 


aggctacaga 


gcctctgcta 


agaaggccca 


gatttgcagg 


3900 


agagaggtaa 


catacttggg 


gtacagtttg 


cgggacgggc 


agcgatggct 


gacggaggca 


3960 


cggaagaaaa 


ctgtagtcca 


gataccggcc 


ccaaccacag 


ccaaacaagt 


gagagaattt 


4020 


40ttggggacag 


ctggattttg 


cagactgtgg 


atcccggggt 


ttgcgacctt 


agcagcccca 


4080 
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ctctacccac 


taaccaaaga 


aaaaggggaa 


ttctcctggg 


ctcctgagca 


ccagaaggca 


4140 


tttgatgcta 


tcaaaaaggc 


cctgctgagc 


gcacctgctc 


tggcccfcccc 


tgacgtaact 


4200 


aaacccttta 


ccctttatgt 


ggatgagcgt 


aagggagtag 


cccggggagt 


tttaacccaa 


4260 


actctaggac 


catggaggag 


acctgttgcc 


tacctgtcaa 


agaagctcga 


tcctgtagcc 


4320 


5agtggttggc 


ccgtatgcct 


gaaggctatc 


gcagctgtgg 


ccatactggt 


caaggacgct 


4380 


gacaaattga 


ctttgggaca 


gaatataact 


gtaatagccc 


cccatgcgtt 


ggagaacatc 


4440 


gttcggcagc 


ccccagaccg 


atggatgacc 


aacgcccgca 


tgacccacta 


tcaaagcctg 


4500 


cttctcacag 


agagggtcac 


gttcgctcca 


ccagccgctc 


tcaaccctgc 


cactcttctg 


4560 


cctgaagaga 


ctgatgaacc 


agtgactcat 


gattgccatc 


aactattgat 


tgaggagact 


4620 


lOggggtccgca 


aggaccttac 


agacataccg 


ctgactggag 


aagtgttaac 


ctggttcact 


4680 


gacggaagca 


gctatgtggt 


ggaaggtaag 


aggatggctg 


gggcggcggt 


ggtggacggg 


4740 


acccgcacga 


tctgggccag 


cagcctgccg 


gaaggaactt 


cagcacaaaa 


ggctgagctc 


4800 


atggccctca 


cgcaagcttt 


gcggctggcc 


gaagggaaat 


ccataaacat 


ttatacagac 


4860 


agcaggtatg 


cctttgcgac 


tgcacacgta 


cacggggcca 


tctataagca 


aagggggttg 


4920 


15cttacctcag 


cagggaggga 


aataaagaac 


aaagaggaaa 


ttctaagcct 


attagaagcc 


4980 


ttacatttgc 


caaaaaggct 


agctattata 


cactgtcctg 


gacatcagaa 


agccaaagat 


5040 


cccatatcca 


gagggaacca 


gatggctgac 


cgggttgcca 


agcaggcagc 


ccagggtgtt 


5100 


aaccttctgc 


ctatgataga 


aacacccaaa 


gccccagaac 


ccggacgaca 


gtacacccta 


5160 


gaagactggc 


aagagataaa 


aaagatagac 


cagttctctg 


agactccgga 


agggacctgc 


5220 


20tatacctcag 


atgggaagga 


aatcctgccc 


cacaaagaag 


ggttagaata 


tgtccaacag 


5280 


atacatcgtc 


taacccacct 


aggaactaaa 


cacctgcagc 


agttggtcag 


aacatctcct 


5340 


tatcatgttc 


tgaggctacc 


aggagtggct 


gattcggtgg 


tcaaacactg 


tgtgccctgc 


5400 


cagctggtta 


atgctaatcc 


ttccagaata 


cctccaggaa 


agagactaag 


gggaagccac 


5460 


ccaggcgctc 


actgggaagt 


ggacttcact 


gaggtaaagc 


cggctaaata 


cggaaacaaa 


5520 


25tatctattgg 


tttttgtaga 


caccttttca 


ggatgggtag 


aggcttatcc 


tactaagaaa 


5580 


gagacttcaa 


ccgtggtggc 


taagaaaata 


ctggaggaaa 


tttttccaag 


atttggaata 


5640 


cctaaggtaa 


tagggtcaga 


caatggtcca 


gctttcgttg 


cccaggtaag 


tcagggactg 


5700 


gccaagatat 


tggggattaa 


ttggaaactg 


cattgtgcat 


acagacccca 


aagctcagga 


5760 


caggtagaga 


ggatgaatag 


aaccattaaa 


gagaccctta 


ctaaattgac 


cgcggagact 


5820 


30ggcgttaatg 


attggatagc 


tctcctgccc 


tttgtgcttt 


ttagggttag 


gaacacccct 


5880 


ggacagtttg 


ggctgacccc 


ctatgaatta 


ctctacgggg 


gacccccccc 


attggtagaa 


5940 


attgcttccg 


tacatagtgc 


tgacgtgctg 


ctttcccagc 


ctttgttctc 


taggctcaag 


6000 


gcacttgagt 


gggtgagaca 


acgagcgtgg 


aggcaactcc 


gggaggccta 


ctcaggagga 


6060 


ggagacttgc 


agatcc 
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